UniprotKB Entry name [organism full oglcnacscore o.glcnac p.h osphorylation PMIDS sequence intracellular extracellular |cytosol nucleus mitochndrion em!oplasmlc golgi extn:acellulz
ID name sites sites reticulum |apparatus membrane region
P70211 DCC_MOUSE Mus Netrin |45.57388 'T1330 [S1178;T1187;S1267(33300544;22645316;40885482 MENSLGCVWVPKLAFVLFGASLLSA |False True 1.096 [1.401 |0.959 1.327 False 4.691 1.481
musculus |receptor HLQVTGFQIKPFTSLHFVSEPSDAVT
DCC MRGGNVLLNCSAESDRGVPVIKWK

KDGLILALGMDDRKQQLPNGSLLIQ
NILHSRHHKPDEGLYQCEASLADSG
SIISRTAKVIVAGPLRFLSQTESITAF
MGDTVLLKCEVIGEPMPTIHWQKN
QQDLNPLPGDSRVVVLPSGALQISRL
QPGDSGVYRCSARNPASIRTGNEAE
IVRILSDPGLHRQLYFLQRPSNVIAIE
GKDAVLECCVSGYPPPSFTWLRGEE
IVIQLRSKKYSLLGGSNLLISNVTDDD
SGTYTCVVTYKNENISASAELTVLVP
PWFLNHPSNLYAYESMDIEFECAVS
GKPVPTVNWMKNGDVVIPSDYFQIV
GGSNLRILGVVKSDEGFYQCVAENE
IAGNAQSSAQLIVPKPAIPSSSILPSAP
RDVLPVLVSSRFVRLSWRPPAEAKG
NIQTFTVFFSREGDNRERALNTTQP
GSLQLTVGNLKPEAMYTFRVVAYNE
IWGPGESSQPIKVATQPELQVPGPVE
NLHAVSTSPTSILITWEPPAYANGPV
QGYRLFCTEVSTGKEQNIEVDGLSY
KLEGLKKFTEYTLRFLAYNRYGPGVS
TDDITVVTLSDVPSAPPQNISLEVVN
SRSIKVSWLPPPSGTQNGFITGYKIR
HRKTTRRGEMETLEPNNLWYLFTG
LEKGSQYSFQVSAMTVNGTGPPSN
WYTAETPENDLDESQVPDQPSSLHV
RPQTNCIIMSWTPPLNPNIVVRGYII
GYGVGSPYAETVRVDSKQRYYSIERL
ESSSHYVISLKAFNNAGEGVPLYESA
TTRSITDPTDPVDYYPLLDDFPTSGP
DVSTPMLPPVGVQAVALTHEAVRVS
IWADNSVPKNQKTSDVRLYTVRWRT
SFSASAKYKSEDTTSLSYTATGLKPN
TMYEFSVMVTKNRRSSTWSMTAHA
TTYEAAPTSAPKDLTVITREGKPRAVI
IVSWQPPLEANGKITAYILFYTLDKNI
PIDDWIMETISGDRLTHQIMDLSLDT
MYYFRIQARNVKGVGPLSDPILFRTL
KVEHPDKMANDQGRHGDGGYWPV
DTNLIDRSTLNEPPIGQMHPPHGSV
TPQKNSNLLVITVVTVGVLTVLVVVI
IVAVICTRRSSAQQRKKRATHSVSKR
KGSQKDLRPPDLWIHHEEMEMKNI
EKPTGTDPAGRDSPIQSCQDLTPVS
HSQSETQMGSKSASHSGQDTEDAG
SSMSTLERSLAARRATRAKLMIPME
IAQSSNPAVVSAIPVPTLESAQYPGILP
SPTCGYPHPQFTLRPVPFPTLSVDRG
FGAGRTQSVSEGPTTQQQPMLPPAQ
PEHPSSEEAPSRTIPTACVRPTHPLR
SFANPLLPPPMSAIEPKVPYTPLLSQ
PGPTLPKTHVKTASLGLAGKARSPLL
PVSVPTAPEVSEESHKPTEDPASVYE
QDDLSEQMASLEGLMKQLNAITGSA
F




