UniprotKB Entry name organism full loglcnacscore o.glcnac p.h osphorylation PMIDS [sequence intracellular extracellular [cytosol |nucleus mitochndrion en(.ioplasmlc golgi [plasma exl:l:acellular
ID name sites sites reticulum |apparatus membrane region
P70236 MP2K6 MOUSE Mus Dual 29.125745 NaN S207;T211 39927985 [MSQSKGKKRNPGLKIPKEAFEQPQT [True False 4.532 |2.956 (0.188 False False False 0.188
musculus |specificity SSTPPRDLDSKACISIGNQNFEVKAD

mitogen- DLEPIVELGRGAYGVVEKMRHVPSG

activated QIMAVKRIRATVNSQEQKRLLMDLD

protein VSMRTVDCPFTVTFYGALFREGDVW

kinase ICMELMDTSLDKFYKQVIDKGQTIPE

kinase 6 DILGKIAVSIVKALEHLHSKLSVIHRD

IVKPSNVLINTLGQVKMCDFGISGYL
VDSVAKTIDAGCKPYMAPERINPELN
QKGYSVKSDIWSLGITMIELAILRFPY
DSWGTPFQQLKQVVEEPSPQLPADK
FSADFVDFTSQCLKKNSKERPTYPE
LMQHPFFTVHESKAADVASFVKLIL
GD




