UniprotKB Entry name |organism full oglcnacscore o-glcnac phosphorylation sites PMIDS sequence intracellular extracellular |cytosol nucleus mitochndrion em!oplasmlc golgi plasm
ID name sites reticulum apparatus meml
P70257 NFIX_MOUSE |Mus Nuclear 44.81053 'T463;T470(S265;5280;S288;5301;S341;S301;S [22645316;40885482;37453647 MYSPYCLTQDEFHPFIEALLPHVRAF [True False 1.194 |5.0 1.533 1.106 False 1.377
musculus [factor 1 320 SYTWFNLQARKRKYFKKHEKRMSK
X-type DEERAVKDELLGEKPEIKQKWASRL

LAKLRKDIRPEFREDFVLTITGKKPP
CCVLSNPDQKGKIRRIDCLRQADKV
WRLDLVMVILFKGIPLESTDGERLYK
SPQCSNPGLCVQPHHIGVTIKELDLY
LAYFVHTPESGQSDSSNQQGDADIK
PLPNGHLSFQDCFVTSGVWNVTELV
RVSQTPVATASGPNFSLADLESPSYY
NINQVTLGRRSITSPPSTSSTKRPKSI
DDSEMESPVDDVFYPGTGRSPAAGS
SQSSGWPNDVDAGPASLKKSGKLDF
CSALSSQGSSPRMAFTHHPLPVLAG
IVRPGSPRATASALHFPSTSIIQQSSPY
FTHPTIRYHHHHGQDSLKEFVQFVC
SDGSGQATGQPNGSGQGKVPGSFLL
PPPPPVARPVPLPMPDSKTTSTAPDG
IAALTPPSPSFTTTGASSANRFVGIGP

RDG




