UniprotkB Entry name |organism (full name [oglcnacscore o'glcnac p'h osphorylation PMIDS sequence intracellular extracellular cytosol nucleus mitochndrion en(.ioplasmlc golgi plasma extl:acellular

1D sites sites reticulum apparatus membrane [region

P70318 TIAR_MOUSE Mus Nucleolysin [39.001268 NaN S218 40684658;40997131 MMEDDGQPRTLYVGNLSRDVTEVLI |True False 2.882 |[5.0 1.595 1.808 0.836 1.375 1.488
musculus [TIAR LQLFSQIGPCKSCKMITEQPDSRRV

NSSVGFSVLQHTSNDPYCFVEFYEH
RDAAAALAAMNGRKILGKEVKVNW
ATTPSSQKKDTSNHFHVFVGDLSPE
ITTEDIKSAFAPFGKISDARVVKDMA
TGKSKGYGFVSFYNKLDAENAIVHM
GGQWLGGRQIRTNWATRKPPAPKST
QETNTKQLRFEDVVNQSSPKNCTVY
CGGIASGLTDQLMRQTFSPFGQIMEI
RVFPEKGYSFVRFSTHESAAHAIVSV
NGTTIEGHVVKCYWGKESPDMTKN
FQQVDYSQWGQWSQVYGNPQQYG
QYMANGWQVPPYGVYGQPWNQQG
FGVDQSPSAAWMGGFGAQPPQGQA

PPPVIPPPNQAGYGMASFPTQ




