UniprotKB Entry name |organism [full name |oglcnacscore oglcnac phosphorylation sites PMIDS sequence intracellular extracellular|cytosol nucleus mitochndrion enqoplasmlc golgi plasma ©
ID sites reticulum )apparatus membrane |r(
P70324 'TBX3_MOUSE |Mus T-box 38.939326 T465 S369;S432;5S438;5456;5705;S736;S |40997131;36852467 MSLSMRDPVIPGTSMAYHPFLPHRA [True False 2.426 |5.0 2.125 1.467 0.601 1.877 2
musculus [transcription 738;S740 PDFAMSAVLGHQPPFFPALTLPPNG
factor TBX3 AAALSLPGALAKPIMDQLVGAAETGI

PFSSLGPQAHLRPLKTMEPEEDVED
DPKVHLEAKELWDQFHKRGTEMVI
TKSGRRMFPPFKVRCSGLDKKAKYI
LLMDIIAADDCRYKFHNSRWMVAG
KADPEMPKRMYIHPDSPATGEQWM
SKVVTFHKLKLTNNISDKHGFTLAF
PSDHATWQGNYSFGTQTILNSMHK
'YQPRFHIVRANDILKLPYSTFRTYLFP
ETEFIAVTAYQNDKITQLKIDNNPFA
KGFRDTGNGRREKRKQLTLQSMRV
FEERHKKETSDESSSEQAAFNCFAQ
ASSPAVSIVGTSNLKDLCPSEAESDA
EAESKEEHGPEACDAAKISTTTAEEP
GRDKGSPATRAQLFPAEPSRARDTA
RLDKASPDSRHSPATISSSTRVPGAD
ERRSPGREGPVATKVDEARAIPAKDA
FAPLSVQTDATAHLAQGPLPGLGFA
PGLAGQQFFNGHPLFLHPGQFAMG
GAFSSMAAGMGPLLATVSGASTGVS
GLESTAMASAAAAQGLSGASAATLP
FHLQQHVLASQGLAMSPFGSLFPYP
YTYMAAAAAASTAAASSSVHRHPFL
NLNSMRPRLRYSPYSIPVPVPDSSSL
LATALPSMASAAGPLDGKAAALAAS
PASVAVDSGSELNSRSSTLSSGSVSL
SPKLCSEKEAATSELQSIQRLVSGLE
AKPDRSCSGSP




