
UniprotKB
ID Entry	name organism full

name oglcnacscore oglcnacsites
phosphorylation
sites PMIDS sequence intracellular extracellular cytosol nucleus mitochndrion endoplasmic

reticulum
golgi
apparatus

plasma
membrane

extracellular
region

0

P70388 RAD50_MOUSE Mus
musculus

DNA
repair
protein
RAD50

25.685855 NaN S635;T690 39627609 MSRIEKMSILGVRSFGIEDKDKQIIS
FFSPLTILVGPNGAGKTTIIECLKYIC
TGDFPPGTKGNTFVHDPKVAQETDV
RAQIRLQFRDVNGEMVAVHRSMLC
SQKNKKTEFKTLEGVITRMKHGEKV
SLSSKCAEIDREMISCLGVSKSVLNN
VIFCHQEDSNWPLSEGKALKQKFDE
IFSATRYIKALDTLRQVRQTQGQKVK
ECQTELKYLKQNKEKACEIRDQITSK
EAQLASSQEIVRSYEDELEPLKNRLK
EIEHNLSKIMKLDNEIKALESRKKQ
MEKDNSELEQKMEKVFQGTDEQLN
DLYHNHQRTVREKERRLVDCQREL
EKLNKEARLLNQEKAELLVEQGRLQ
LQADRHQEHIRARDSLIQSLATHLEL
DGFERGPFSERQIKNFHELVKERQE
REAKTASQLLSDLTDKEALKQRQLD
ELRDRKSGLGRTIELKTEILTKKQSE
LRHVRSELQQLEGSSDRILELDQELT
KAERELSKAEKNSSIETLKAEVMSL
QNEKADLDRSLRKLDQEMEQLNHH
TTTRTQMEMLTKDKTDKDEQIRKIK
SRHSDELTSLLGYFPNKKQLEDWLH
SKSKEINQTRDRLAKLNKELASAEQ
NKNHINNELKKKEEQLSSYEDKLFD
VCGSQDLESDLGRLKEEIEKSSKQR
AMLAGATAVYSQFITQLTDENQSCC
PVCQRVFQTEAELQEVISDLQSKLRL
APDKLKSTESELKKKERRRDEMLGL
VPVRQSIIDLKEKEIPELRNRLQSVN
RDIQRLKNDIEEQETLLGTIMPEEES
AKVCLTDVTIMERFQMELKDVERKI
AQQAAKLQGVDLDRTVQQVNQEKQ
EKQHRLDTVTSKIELNRKLIQDQQE
QIQHLKSKTNELKSEKLQIATNLQRR
QQMEEQSVELSTEVQSLNREIKDAK
EQISPLETALEKLQQEKEELIHRKHT
SNKMAQDKINDIKEKVKNIHGYMK
DIENYIQDGKDDYKKQKETELNGVA
VQLNECEKHREKINKDMGTMRQDI
DTQKIQERWLQDNLTLRKRRDELKE
VEEEPKQHLKEMGQMQVLQMKNE
HQKLEENIDTIKRNHSLALGRQKGY
EDEILHFKKELREPQFRDAEEKYRE
MMIVMRTTELVNKDLDIYYKTLDQA
IMKFHSMKMEEINKIIRDLWRSTYR
GQDIEYIEIRSDADENVSASDKRRNY
NYRVVMLKGDTALDMRGRCSAGQK
VLASLIIRLALAETFCLNCGILALDEP
TTNLDRENIESLAHALVEIIKSRSQQ
RNFQLLVITHDEDFVELLGRSEYVE
KFYRVKKNMDQCSEIVKCSISSLGSY
VH

True False 3.424 5.0 2.299 1.775 1.183 1.85 1.765


