}Jl;l iprotKB Entry name organism [full name |oglcnacscore |oglcnac sites phosphorylation sites PMIDS sequence intracellular [extracellular|cytosol nucleus mitochndrion ::S:
P70392 RGRF2_MOUSE Mus Ras- 53.196472 S748;S749;T760;S763;S764 |S725;S726;S736;S745;S749;S801;S (22517741;22645316;40885482;400 [MQKSVRYNEGHALYLAMLARKEGT (False True 3.28 2.871 [1.032 5.0
imusculus |specific 805;S924 21952;30016717 KRGFLSKKAAEASRWHEKWFALYQ
guanine NVLFYFEGEQSGRPAGMYLLEGCSC
nucleotide- ERTPAPPRTNAGPAGARDALDKQYY
releasing FTVLFGHDGQKPLELRCEEEQAGKE
factor 2 WMEAIHQASYADILIEREVLMQKYIH

LVQIVETEKIATNQLRHQLEDQDTEI
ERLKSEIVALNKTKERMRPYHVHQE
EEDPDIKKIKKVQSFMRGWLCRRKW
KTIVQDYICSPHAESMRKRNQIVFT
MVEAETEYVHQLYILVNGFLRPLRM
IAASSKKPPINHDDVSSIFLNSETIMF
LHEIFHQGLKARLANWPTLVLADLF
DILLPMLNIYQEFVRNHQYSLQVLA
NCKQNRDFDKLLKQYEANPACEGR
MLETFLTYPMFQIPRYIITLHELLAH
TPHEHVERKSLEFAKSKLEELSRVM
HDEVSDTENIRKNLAIERMIVEGCDI
LLDTSQTFIRQGSLIQVPSVERGKLS
KVRLGSLSLKKEGERQCFLFTKHFLI
CTRSSGGKLHLLKTGGVLSLIQCTLI
EEPDGSDDDPKGSGHMFGHLDFKI
IVVEPPDAASFTVVLLAPSRQEKAAW
MSDISQCVDNIRCNGLMTIVFEENS
KVTVPHMIKSDARLHKDDTDICFSK
TLNSCKVPQIRYASVERLLERLTDLR
FLSIDFLNTFLHTYRIFTTATVVLAKL
SDIYKRPFTSIPVRSLELFFATSQNN
REHLVDGKSPRLCRKFSSPPPLAVS
RTSSPVRARKLSLTSSLNSRIGALDL
TNSSSSSSPTTTTHSPAASPPPHTAV
LESAPADKAGDSADMSPCRSPTTPR
HLRYRQPGGQVADSAHCSVSPASAF
IAIATAAAGHGSPPGFNNERTCDKEFI
IRRTATNRVLNVLRHWVSKHAQDFE
LNNELKMNVLNLLEEVLRDPDLLPQ
ERKATANILRALSQDDQDDIHLKLE
DIIQMTDCPKAECFETLSAMELAEQI
TLLDHIVFRSIPYEEFLGQGWMKLD
KNERTPYIMKTSQHFNEMSNLVAS
QIMNYADISSRANAIEKWVAVADICR
CLHNYNGVLEITSALNRSAIYRLKKT
IWAKVSKQTKALMDKLQKTVSSEGR
FKNLRETLKNCNPPAVPYLGMYLTD
LAFIEEGTPNFTEEGLVNFSKMRMI
SHIIREIRQFQQTAYRIDQQPKVIQYL
LDKALVIDEDSLYELSLKIEPRLPA




