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Entry
name organism full	name oglcnacscore oglcnacsites phosphorylation	sites PMIDS sequence intracellular extracellular cytosol nucleus mitochndrion endoplasmic

reticulum
golgi
apparatus

plasma
membrane

extracellular
region

0

P70531 EF2K_RAT Rattus
norvegicus

Eukaryotic
elongation
factor	2
kinase

28.175057 NaN S18;S27;S70;S73;S77;S242;T347;T3
52;S358;S365;S391;S397;S434;S44
4;S469;S473;S476;S499

18683930 MADEDLIFRLEGVDGGGSSGAGRH
GDSDTDSDDDEGYFICPITDDHMSN
QNVNSKGQGYYNNLLKTECGSTGS
PASSFHFKEAWKHAIEKAKHMPDP
WAEFHLEDIATEHATRHRYNAVTGE
WLKDEVLIKMASQPFGRGAMRECF
RTKKLSNFLHAQHWKGASNYVAKR
YLEPVDRSVYFEDVQLQMEAKLWG
EEYNRHKPPKQVDIMQMCIIELKDR
QGQPLFHLEHYIEGKYIKYNSNSGFV
RDDNIRLTPQAFSHFTFERSGHQLIV
VDIQGVGDLYTDPQIHTEKGTDFGD
GNLGVRGMALFFYSHACNRICQSM
GLAPFDLSPREQDAVNQSTKLLQSA
KTILRGTEEKCGSPRIRTLSGSRPPLL
LRLSENSGDENMSDVTFDSLPSSPS
SATPHSQKLDHLHWPVFGDLDNMG
PRDHDRMDNHRDSENSGDSGYPSE
KRSDLDDPEPREHGHSNGNRRPES
DEDSLGSSGRVCVETWNLLNPSRL
HLPRPSAVALEVQRLNALDLGRKIG
KSVLGKVHLAMVRYHEGGRFCEKD
EEWDQESAIFHLEHAADLGELEAIV
GLGLMYSQLPHHILADVSLEETEEN
KTKGFDYLLKAAEAGDRQSMILVAR
AFDTGLNLSPDRCQDWSEALHWYN
TALETTDCDEGGEYDGIQDEPQYALL
AREAEMLLTGGFGLDKNPQRSGDLY
TQAAEAAMEAMKGRLANQYYEKAE
EAWAQMEE

False False 2.798 2.795 1.925 1.699 0.695 1.727 1.882


