UniprotKB Entry organism [full name loglcnacscore o.glcnac p_h osphorylation PMIDS |sequence extracellular (cytosol nucleus mitochndrion en(.loplasmlc golgi plasma extl.‘acellular
ID name sites sites reticulum apparatus membrane [region
P70627 FOLH1_RAT |Rattus Glutamate 23.439218 NaN S10 38843836 MWNAQQDSDSAEALGRRQRWFCA True 1.471 |1.174 |2.078 1.837 False 4.526 2.015
norvegicus |carboxypeptidase GTLVLAFTGTFIIGFLFGWFIKPSND
2 STSSVSYPGMKKAFLQELKAENIKKF

LYNFTRTPHLAGTQHNFELAKQIHA
QWKEFGLDLVELSDYDVLLSYPNKT
HPNYISIINEDGNEIFKTSLAELSPPG
'YENISDVVPPYSAFSPQGTPEGDLVY
VNYARTEDFFKLERVMKINCSGKIVI
IARYGQVFRGNKVKNAQLAGAKGIIL
'YSDPADYFVPGVKSYPDGWNLPGGG
VQRGNVLNLNGAGDPLTPGYPANEY
AYRHEFTEAVGLPSIPVHPIGYDDAQ
KLLEHMGGSAPPDSSWKGGLKVPY
NVGPGFAGNFSKQKVKLHIHSYNKV
TRIYNVIGTLKGAVEPDRYVILGGHR
DAWVFGGIDPQSGAAVVHEIVRTFG
TLKKKGWRPRRTILFASWDAEEFGL
LGSTEWAEEHSRLLQERGVAYINAD
SSIEGNYTLRVDCTPLMHSLVYNLT
KELPSPDEGFEGKSLYDSWKEKSPS
TEFIGMPRISKLGSGNDFEVFFQRLG
IASGRARYTKNWKNNKVSSYPLYHS
VYETYELVEKFYDPTFKYHLTVAQVR
GAMVFELANSIVLPFDCQSYAVALK
KHAETIYNISMNHPQEMKAYMISFD
SLFSAVNNFTDVASKFNQRLQDLDK
SNPILLRILNDQLMYLERAFIDPLGL
PGRPFYRHIIYAPSSHNKYAGESFPGI
YDALFDINNKVDTSKAWREVKRQISI
IAAFTVQAAAETLREVD




