UniprotKB Entry name |organism [full name oglcnacscore o_glcnac p.h osphorylation PMIDS |sequence intracellular extracellular cytosol nucleus mitochndrion e“‘?°p lasmic golgi plasma extl_"acellular
ID sites sites reticulum apparatus membrane region
P70695 F16P2_MOUSE Mus Fructose-1,6- [22.380232 NaN T216;T219 37507081 MTDRSPFETDMLTLTRYVMEKGRQ [None None None

musculus |bisphosphatase
isozyme 2

None None None None None None
IAKGTGELTQLLNSMLTAIKAISSAVR

KAGLANLYGISGSVNVTGDEVKKLD
IVLSNSLVINMLQSSYSTCVLVSEEN
KEAVITAQERRGKYVVCFDPLDGSS
NIDCLASIGTIFAIYRKTTEDEPSEKD
IALQPGRNIVAAGYALYGSATLVALST
GQGVDLFMLDPALGEFVLVEKDVRI
KKKGKIFSLNEGYAKYFDAATAEYVQ
KKKFPEDGSEPYGARYVGSMVADVH
RTLVYGGIFMYPANQKSPNGKLRLL
YECNPVAYIIEQAGGMATTGTQPVLD
IVKPESIHQRVPLILGSPEDVQEYLSC
IVQRNQAGR




