UniprotKB Entry name |organism full name oglcnacscore o.glcnac p.h osphorylation PMIDS sequence intracellular |extracellular cytosol nucleus mitochndrion em.ioplasmlc golgi plasma ext1:ac<

ID sites sites reticulum |apparatus membrane [region

P78330 SERB_HUMAN |Homo Phosphoserine [19.762226 IT88 NaN 39531497;38665916;28510447 MVSHSELRKLFYSADAVCFDVDSTV [True False 4.727 |2.069 [2.274 1.679 1.003 1.856 1.935
sapiens [phosphatase IREEGIDELAKICGVEDAVSEMTRRA

MGGAVPFKAALTERLALIQPSREQV
QRLIAEQPPHLTPGIRELVSRLQERN
IVQVFLISGGFRSIVEHVASKLNIPAT
NVFANRLKFYFNGEYAGFDETQPTA
ESGGKGKVIKLLKEKFHFKKIIMIGD
GATDMEACPPADAFIGFGGNVIRQQ
IVKDNAKWYITDFVELLGELEE




