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D Entry name organism full name |oglcnacscore |oglcnac sites phosphorylation sites PMIDS sequence intracellular extracellular cytosol nucleus mitochndrion ::3331132
P78347 GTF2I_HUMAN [Homo General 4.239307 S32;S214;T687;T785|519;S103;S207;5210;5214;T248;T3 |25367160;23301498;33214551;303 |[MAQVAMSTLPVEDEESSESRMVVT [True False 3.064 [5.0 1.431 1.404
sapiens [transcription 98;5412;T503;S517;T556;T558;S66 (79171;40307207;39531497;405965 [FLMSALESMCKELAKSKAEVACIAV
factor II-I 8;5674;5722;S784;S823;5278;5298 (16;38665916;34725712;32119511;4 [YETDVFVVGTERGRAFVNTRKDFQK

0914422;35132862;35008409;3508
3852;34019948;28510447;3346520
8

DFVKYCVEEEEKAAEMHKMKSTTQ
IANRMSVDAVEIETLRKTVEDYFCFC
'YGKALGKSTVVPVPYEKMLRDQSAV
VVQGLPEGVAFKHPENYDLATLKWI
LENKAGISFIIKRPFLEPKKHVGGRV
MVTDADRSILSPGGSCGPIKVKTEPT
EDSGISLEMAAVTVKEESEDPDYYQ
'YNIQAGPSETDDVDEKQPLSKPLQG
SHHSSEGNEGTEMEVPAEDSTQHV
PSETSEDPEVEVTIEDDDYSPPSKRP
KANELPQPPVPEPANAGKRKVREFN
FEKWNARITDLRKQVEELFERKYAQ
IAIKAKGPVTIPYPLFQSHVEDLYVEG
LPEGIPFRRPSTYGIPRLERILLAKERI
RFVIKKHELLNSTREDLQLDKPASG
VKEEWYARITKLRKMVDQLFCKKFA
EALGSTEAKAVPYQKFEAHPNDLYV
EGLPENIPFRSPSWYGIPRLEKIIQVG
NRIKFVIKRPELLTHSTTEVTQPRTN
TPVKEDWNVRITKLRKQVEEIFNLK
FAQALGLTEAVKVPYPVFESNPEFLY
VEGLPEGIPFRSPTWFGIPRLERIVR
GSNKIKFVVKKPELVISYLPPGMASK
INTKALQSPKRPRSPGSNSKVPEIEV
TVEGPNNNNPQTSAVRTPTQTNGS
NVPFKPRGREFSFEAWNAKITDLKQ
KVENLFNEKCGEALGLKQAVKVPFA
LFESFPEDFYVEGLPEGVPFRRPSTF
GIPRLEKILRNKAKIKFIIKKPEMFET
IATKESTSSKSPPRKINSSPNVNTTAS
GVEDLNIIQVTIPDDDNERLSKVEKA
RQLREQVNDLFSRKFGEAIGMGFPV
KVPYRKITINPGCVVVDGMPPGVSFK
IAPSYLEISSMRRILDSAEFIKFTVIRP
FPGLVINNQLVDQSESEGPVIQESAE
PSQLEVPATEEIKETDGSSQIKQEPD
PTW




