endoplasmic (golgi plasma extracellular

UniprotKB . full oglcnac . . . N .
D Entry name |organism name loglcnacscore sites phosphorylation sites PMIDS [sequence intracellular extracellular cytosol nucleus mitochndrion reticulum lapparatus|membrane|region
P78352 DLG4 HUMAN Homo Disks 18.379595 NaN S73;S142;T240;S295;S415;S418;T4 (30379171 MDCLCIVITKKYRYQDEDTPPLEHS |None None None |None None None None None None
sapiens [large 20;S422;S425;5449;5480;T580;S60 PAHLPNQANSPPVIVNTDTLEAPGYE
homolog 6;5S654;T715 LQVNGTEGEMEYEEITLERGNSGLG
4 FSIAGGTDNPHIGDDPSIFITKIIPGG

IAAAQDGRLRVNDSILFVNEVDVREV
THSAAVEALKEAGSIVRLYVMRRKPP
IAEKVMEIKLIKGPKGLGFSIAGGVGN
QHIPGDNSIYVTKIIEGGAAHKDGRL
QIGDKILAVNSVGLEDVMHEDAVAA
LKNTYDVVYLKVAKPSNAYLSDSYAP
PDITTSYSQHLDNEISHSSYLGTDYP
TAMTPTSPRRYSPVAKDLLGEEDIPR
EPRRIVIHRGSTGLGFNIVGGEDGEG
IFISFILAGGPADLSGELRKGDQILSV
NGVDLRNASHEQAAIALKNAGQTVT
ITAQYKPEEYSRFEAKIHDLREQLMN
SSLGSGTASLRSNPKRGFYIRALFDY
DKTKDCGFLSQALSFRFGDVLHVID
IASDEEWWQARRVHSDSETDDIGFIP
SKRRVERREWSRLKAKDWGSSSGS
QGREDSVLSYETVTQMEVHYARPIII
LGPTKDRANDDLLSEFPDKFGSCVP
HTTRPKREYEIDGRDYHFVSSREKM
EKDIQAHKFIEAGQYNSHLYGTSVQ
SVREVAEQGKHCILDVSANAVRRLQ
IAAHLHPIAIFIRPRSLENVLEINKRIT
EEQARKAFDRATKLEQEFTECFSAIV
EGDSFEEIYHKVKRVIEDLSGPYIWV
PARERL




