UniprotKB Entry name organism full loglcnacscore oglcnac p.h osphorylation PMIDS sequence intracellular extracellular|cytosol nucleus mitochndrion em!oplasmlc golgi plasma extn:acelh

ID name sites sites reticulum |apparatus membrane region

P78357 CNTP1_HUMAN Homo Contactin- [14.761717 T762 S1383 34019948;35289036;38665916 MMHLRLFCILLAAVSGAEGWGYYG |False True 1.259 [2.717 [1.736 1.341 0.94 4.774 2.738
sapiens associated CDEELVGPLYARSLGASSYYSLLTAP

protein 1

RFARLHGISGWSPRIGDPNPWLQID
LMKKHRIRAVATQGSFNSWDWVTR
'YMLLYGDRVDSWTPFYQRGHNSTF
FGNVNESAVVRHDLHFHFTARYIRI
VPLAWNPRGKIGLRLGLYGCPYKADI
LYFDGDDAISYRFPRGVSRSLWDVF
AFSFKTEEKDGLLLHAEGAQGDYVT
LELEGAHLLLHMSLGSSPIQPRPGH
TTVSAGGVLNDQHWHYVRVDRFGR
DVNFTLDGYVQRFILNGDFERLNLD
TEMFIGGLVGAARKNLAYRHNFRGC
IENVIFNRVNIADLAVRRHSRITFEG
KVAFRCLDPVPHPINFGGPHNFVQV
PGFPRRGRLAVSFRFRTWDLTGLLL
FSRLGDGLGHVELTLSEGQVNVSIA
QSGRKKLQFAAGYRLNDGFWHEVN
FVAQENHAVISIDDVEGAEVRVSYPL
LIRTGTSYFFGGCPKPASRWDCHSN
QTAFHGCMELLKVDGQLVNLTLVE
GRRLGFYAEVLFDTCGITDRCSPNM
CEHDGRCYQSWDDFICYCELTGYKG
ETCHTPLYKESCEAYRLSGKTSGNF
TIDPDGSGPLKPFVVYCDIRENRAWT
VVRHDRLWTTRVTGSSMERPFLGAI
QYWNASWEEVSALANASQHCEQWI
EFSCYNSRLLNTAGGYPYSFWIGRN
EEQHFYWGGSQPGIQRCACGLDRS
CVDPALYCNCDADQPQWRTDKGLL
TFVDHLPVTQVVIGDTNRSTSEAQFF
LRPLRCYGDRNSWNTISFHTGAALR
FPPIRANHSLDVSFYFRTSAPSGVFL
ENMGGPYCQWRRPYVRVELNTSRD
VVFAFDVGNGDENLTVHSDDFEFN
DDEWHLVRAEINVKQARLRVDHRP
'WVLRPMPLQTYIWMEYDQPLYVGSA
ELKRRPFVGCLRAMRLNGVTLNLEG
RANASEGTSPNCTGHCAHPRLPCFH
GGRCVERYSYYTCDCDLTAFDGPYC
NHDIGGFFEPGTWMRYNLQSALRS
AAREFSHMLSRPVPGYEPGYIPGYDT
PGYVPGYHGPGYRLPDYPRPGRPVP
GYRGPVYNVTGEEVSFSFSTSSAPAV
LLYVSSFVRDYMAVLIKDDGTLQLRY
QLGTSPYVYQLTTRPVTDGQPHSINI
TRVYRNLFIQVDYFPLTEQKFSLLVD
SQLDSPKALYLGRVMETGVIDPEIQR
YNTPGFSGCLSGVRFNNVAPLKTHF
RTPRPMTAELAEALRVQGELSESNC
GAMPRLVSEVPPELDPWYLPPDFPY
YHDEGWVAILLGFLVAFLLLGLVGM
LVLFYLQNHRYKGSYHTNEPKAAHE
YHPGSKPPLPTSGPAQVPTPTAAPNQ
APASAPAPAPTPAPAPGPRDQNLPQI
LEESRSE




