}Jl;l iprotKB Entry name |organism full loglcnacscore o.glcnac p.h osphorylation PMIDS sequence intracellular |extracellular cytosol nucleus mitochndrion em!oplasmlc golgi plasma extr_aC(
name sites sites reticulum |apparatus membrane [region
P78371 TCPB_HUMAN |Homo T- 25.474239 NaN S3;560;5260;T261 [23301498;18369606;33214551;164 |[MASLSLAPVNIFKAGADEERAETAR |[True False 5.0 2.113  [2.139 1.654 1.14 1.744 4.314
sapiens |complex 08927;38665916;34725712;409144 |LTSFIGAIAIGDLVKSTLGPKGMDKIL
protein 22;32119511;35083852;34019948;3 [LSSGRDASLMVTNDGATILKNIGVD
1 5138101 NPAAKVLVDMSRVQDDEVGDGTTS
subunit IVTVLAAELLREAESLIAKKIHPQTIIA
beta GWREATKAAREALLSSAVDHGSDEV

KFRQDLMNIAGTTLSSKLLTHHKDH
FTKLAVEAVLRLKGSGNLEAIHIIKKL
GGSLADSYLDEGFLLDKKIGVNQPK
RIENAKILIANTGMDTDKIKIFGSRVR
VDSTAKVAEIEHAEKEKMKEKVERIL
KHGINCFINRQLIYNYPEQLFGAAGV
MAIEHADFAGVERLALVTGGEIASTF
DHPELVKLGSCKLIEEVMIGEDKLIH
FSGVALGEACTIVLRGATQQILDEAE
RSLHDALCVLAQTVKDSRTVYGGGC
SEMLMAHAVTQLANRTPGKEAVAM
ESYAKALRMLPTIIADNAGYDSADLV
IAQLRAAHSEGNTTAGLDMREGTIGD
MAILGITESFQVKRQVLLSAAEAAEV
ILRVDNIIKAAPRKRVPDHHPC




