UniprotKB Entry name organism [full name |oglcnacscore oglcnac p'h osphorylation PMIDS |sequence intracellular |extracellular |cytosol nucleus mitochndrion em?oplasmlc golgi plasma extr.acellular
ID sites sites reticulum apparatus membrane [region
P78382 S35A1_HUMAN Homo CMP-sialic |19.994096 NaN NaN 37217939 MAAPRDNVTLLFKLYCLAVMTLMAA [False True 1.808 |1.562 1.195 2.121 4.536 4.583 1.353
sapiens [|acid VYTIALRYTRTSDKELYFSTTAVCITE
transporter IVIKLLLSVGILAKETGSLGRFKASLRE

NVLGSPKELLKLSVPSLVYAVQNNM
IAFLALSNLDAAVYQVTYQLKIPCTAL
CTVLMLNRTLSKLQWVSVFMLCAG
IVTLVQWKPAQATKVVVEQNPLLGFG
IATAIAVLCSGFAGVYFEKVLKSSDTSL
WVRNIQMYLSGIIVTLAGVYLSDGAE
IKEKGFFYGYTYYVWFVIFLASVGGL
IYTSVVVKYTDNIMKGFSAAAAIVLSTI
IASVMLFGLQITLTFALGTLLVCVSIYL
IYGLPRQDTTSIQQGETASKERVIGV




