}Jl;l iprotKB Entry name |organism full oglcnacscore o.glcnac p.h osphorylation PMIDS sequence intracellular extracellular|cytosol nucleus mitochndrion enc!oplasmlc golgi plasma extr_a
name sites sites reticulum |apparatus membrane [regic
P80315 TCPD_MOUSE [Mus T- 30.039678 NaN S36;5184;5202;5444|37453647;33300544;36288343;396 |MPENVASRSGAPTAGPGSRGKSAYQ |True False 5.0 2.816 [0.281 False False False False
musculus |complex 27609;39927985 DRDKPAQIRFSNISAAKAVADAIRTS
protein LGPKGMDKMIQDGKGDVTITNDGA
1 TILKQMQVLHPAARMLVELSKAQDI
subunit EAGDGTTSVVIIAGSLLDSCTKLLQK
delta GIHPTIISESFQKALEKGLEILTDMSR

PVQLSDRETLLNSATTSLNSKVVSQY
SSLLSPMSVNAVMKVIDPATATSVD
LRDIKIVKKLGGTIDDCELVEGLVLT
QKVANSGITRVEKAKIGLIQFCLSAP
KTDMDNQIVVSDYAQMDRVLREER
AYILNLVKQIKKTGCNVLLIQKSILRD
ALSDLALHFLNKMKIMVVKDVERED
IEFICKTIGTKPVAHIDQFTADMLGS
AELAEEVSLNGSGKLFKITGCTSPGK
TVTIVVRGSNKLVIEEAERSIHDALC
'VIRCLVKKRALIAGGGAPEIELALRLT
EYSRTLSGMESYCVRAFADAMEVIP
STLAENAGLNPISTVTELRNRHAQG
EKTTGINVRKGGISNILEEMVVQPLL
VSVSALTLATETVRSILKIDDVVNTR




