
UniprotKB
ID Entry	name organism full	name oglcnacscore oglcnacsites

phosphorylation
sites PMIDS sequence intracellular extracellular cytosol nucleus mitochndrion endoplasmic

reticulum
golgi
apparatus

plasma
membrane

extracellular
region

0

P81270 ERG_MOUSE Mus
musculus

Transcriptional
regulator	ERG

38.223321 NaN S55;S88;S103 40997131 MIQTVPDPAAHIKEALSVVSEDQSLF
ECAYGTPHLAKTEMTASSSSDYGQT
SKMSPRVPQQDWLSQAPARVTIKME
CNPSQVNGSRNSPDECSVNKGGKM
VGSPDTVGMSYGSYMEEKHVPPPN
MTTNERRVIVPADPTLWSTDHVRQ
WLEWAVKEYGLLDVDVLLFQNIDGK
ELCKMTKDDFQRLTPSYNADILLSH
LHYLRETPLPHLTSDDVDKALQNSP
RLMHARNTGGAAFIFPNTSVYPEAT
QRITTRPDLPYEPPRRSAWTGHSHL
TPQSKAAQPSPSAVPKTEDQRPQLD
PYQILGPTSSRLANPGSGQIQLWQFL
LELLSDSSNSNCITWEGTNGEFKMT
DPDEVARRWGERKSKPNMNYDKLS
RALRYYYDKNIMTKVHGKRYAYKFD
FHGIAQALQPHPPESSLYKYPSDLPY
MGSYHAHPQKMNFVSPHPPALPVT
SSSFFASPNPYWNSPTGGIYPNTRLP
ASHMPSHLGTYY

True False 2.914 5.0 1.56 1.277 1.107 1.781 1.862


