UniprotKB Entry name |organism [full name [oglcnacscore qglcnac p.h osphorylation PMIDS |sequence intracellular extracellular cytosol nucleus mitochndrion en(.ioplasmlc golgi plasma extl_'acellular
ID sites sites reticulum |apparatus membrane [region
P82251 BAT1_HUMAN |Homo b(0,+)-type |28.275761 NaN S18 39894887 MGDTGLRKRREDEKSIQSQEPKTTS [False True 1.324 [1.389 [1.426 0.827 False 5.0 1.603
sapiens amino acid LQKELGLISGISIIVGTIIGSGIFVSPKS
transporter IVLSNTEAVGPCLIIWAACGVLATLGA

1

LCFAELGTMITKSGGEYPYLMEAYG
PIPAYLFSWASLIVIKPTSFAIICLSFS
EYVCAPFYVGCKPPQIVVKCLAAAAI
LFISTVNSLSVRLGSYVQNIFTAAKL
IVIVAIIIISGLVLLAQGNTKNFDNSFE
GAQLSVGAISLAFYNGLWAYDGWN
QLNYITEELRNPYRNLPLAIIIGIPLVT
IACYILMNVSYFTVMTATELLQSQAV
IAVTFGDRVLYPASWIVPLFVAFSTIG
AANGTCFTAGRLIYVAGREGHMLKV
LSYISVRRLTPAPAIIFYGIIATIYIIPGD
INSLVNYFSFAAWLFYGLTILGLIVM
RFTRKELERPIKVPVVIPVLMTLISVF
LVLAPIISKPTWEYLYCVLFILSGLLF
YFLFVHYKFGWAQKISKPITMHLQM

LMEVVPPEEDPE




