}Jl;l iprotKB Entry name |organism full oglcnacscore oplcnac p.h osphorylation PMIDS sequence intracellular extracellular|cytosol nucleus mitochndrion em!oplasmlc golgi plasma extt:acellul‘
name sites sites reticulum |apparatus membrane region
P82673 RT35_HUMAN Homo Small 31.90701 NaN NaN 39894887;40914422;28510447 MAAAALPAWLSLQSRARTLRAFSTA |True False 4.325 [0.469 [4.642 False False False 0.562
sapiens [ribosomal 'VYSATPVPTPSLPERTPGNERPPRRK
subunit ALPPRTEKMAVDQDWPSVYPVAAPF
protein KPSAVPLPVRMGYPVKKGVPMAKEG
mS35

NLELLKIPNFLHLTPVAIKKHCEALK
DFCTEWPAALDSDEKCEKHFPIEIDS
TDYVSSGPSVRNPRARVVVLRVKLSS
LNLDDHAKKKLIKLVGERYCKTTDV
LTIKTDRCPLRRQNYDYAVYLLTVLY
HESWNTEEWEKSKTEADMEEYIWE
NSSSERNILETLLQMKAAEKNMEIN
KEELLGTKEIEEYKKSVVSLKNEEEN
ENSISQYKESVKRLLNVT




