UniprotKB

D Entry name organism (full name |oglcnacscore olglcnac p.h osphorylation PMIDS sequence intracellular |extracellular|cytosol nucleus mitochndrion em.ioplasmlc golgi plasma extr.ac
sites sites reticulum |apparatus membrane region
P82970 HMGN5_HUMAN [Homo High 23.55187 T31 'T31;T76;S93 40596516;30379171;33465208 MPKRKAAGQGDMRQEPKRRSARLS (True False 0.375 |5.0 4.075 False False False 0.656
sapiens  |mobility AMLVPVTPEVKPKRTSSSRKMKTKS
group DMMEENIDTSAQAVAETKQEAVVE
nucleosome- EDYNENAKNGEAKITEAPASEKEIVE
binding VKEENIEDATEKGGEKKEAVAAEVK
domain- NEEEDQKEDEEDQNEEKGEAGKED
containing KDEKGEEDGKEDKNGNEKGEDAKE
protein 5 KEDGKKGEDGKGNGEDGKEKGEDE

KEEEDRKETGDGKENEDGKEKGDK
KEGKDVKVKEDEKEREDGKEDEGG
NEEEAGKEKEDLKEEEEGKEEDEIK
EDDGKKEEPQSIV




