
UniprotKB
ID Entry	name organism full

name oglcnacscore oglcnacsites
phosphorylation
sites PMIDS sequence intracellular extracellular cytosol nucleus mitochndrion endoplasmic

reticulum
golgi
apparatus

plasma
membrane

extracellular
region

0

P82987 ATL3_HUMAN Homo
sapiens

ADAMTS-
like
protein	3

24.512865 S1187;S1189 NaN 37217939;29351928 MASWTSPWWVLIGMVFMHSPLPQT
TAEKSPGAYFLPEFALSPQGSFLEDT
TGEQFLTYRYDDQTSRNTRSDEDKD
GNWDAWGDWSDCSRTCGGGASYS
LRRCLTGRNCEGQNIRYKTCSNHDC
PPDAEDFRAQQCSAYNDVQYQGHYY
EWLPRYNDPAAPCALKCHAQGQNL
VVELAPKVLDGTRCNTDSLDMCISGI
CQAVGCDRQLGSNAKEDNCGVCAG
DGSTCRLVRGQSKSHVSPEKREENV
IAVPLGSRSVRITVKGPAHLFIESKTL
QGSKGEHSFNSPGVFLVENTTVEFQ
RGSERQTFKIPGPLMADFIFKTRYTA
AKDSVVQFFFYQPISHQWRQTDFFP
CTVTCGGGYQLNSAECVDIRLKRVV
PDHYCHYYPENVKPKPKLKECSMDP
CPSSDGFKEIMPYDHFQPLPRWEH
NPWTACSVSCGGGIQRRSFVCVEES
MHGEILQVEEWKCMYAPKPKVMQT
CNLFDCPKWIAMEWSQCTVTCGRG
LRYRVVLCINHRGEHVGGCNPQLKL
HIKEECVIPIPCYKPKEKSPVEAKLP
WLKQAQELEETRIATEEPTFIPEPWS
ACSTTCGPGVQVREVKCRVLLTFTQ
TETELPEEECEGPKLPTERPCLLEAC
DESPASRELDIPLPEDSETTYDWEYA
GFTPCTATCVGGHQEAIAVCLHIQTQ
QTVNDSLCDMVHRPPAMSQACNTE
PCPPRWHVGSWGPCSATCGVGIQTR
DVYCLHPGETPAPPEECRDEKPHAL
QACNQFDCPPGWHIEEWQQCSRTC
GGGTQNRRVTCRQLLTDGSFLNLSD
ELCQGPKASSHKSCARTDCPPHLAV
GDWSKCSVSCGVGIQRRKQVCQRLA
AKGRRIPLSEMMCRDLPGLPLVRSC
QMPECSKIKSEMKTKLGEQGPQILS
VQRVYIQTREEKRINLTIGSRAYLLP
NTSVIIKCPVRRFQKSLIQWEKDGRC
LQNSKRLGITKSGSLKIHGLAAPDIG
VYRCIAGSAQETVVLKLIGTDNRLIA
RPALREPMREYPGMDHSEANSLGV
TWHKMRQMWNNKNDLYLDDDHIS
NQPFLRALLGHCSNSAGSTNSWEL
KNKQFEAAVKQGAYSMDTAQFDELI
RNMSQLMETGEVSDDLASQLIYQLV
AELAKAQPTHMQWRGIQEETPPAAQ
LRGETGSVSQSSHAKNSGKLTFKPK
GPVLMRQSQPPSISFNKTINSRIGNT
VYITKRTEVINILCDLITPSEATYTWT
KDGTLLQPSVKIILDGTGKIQIQNPTR
KEQGIYECSVANHLGSDVESSSVLYA
EAPVILSVERNITKPEHNHLSVVVGG
IVEAALGANVTIRCPVKGVPQPNITW
LKRGGSLSGNVSLLFNGSLLLQNVS
LENEGTYVCIATNALGKAVATSVLHL
LERRWPESRIVFLQGHKKYILQATNT
RTNSNDPTGEPPPQEPFWEPGNWS
HCSATCGHLGARIQRPQCVMANGQ
EVSEALCDHLQKPLAGFEPCNIRDC
PARWFTSVWSQCSVSCGEGYHSRQ
VTCKRTKANGTVQVVSPRACAPKDR
PLGRKPCFGHPCVQWEPGNRCPGR
CMGRAVRMQQRHTACQHNSSDSN
CDDRKRPTLRRNCTSGACDVCWHT
GPWKPCTAACGRGFQSRKVDCIHTR
SCKPVAKRHCVQKKKPISWRHCLGP
SCDRDCTDTTHYCMFVKHLNLCSL
DRYKQRCCQSCQEG

None None None None None None None None None


