UniprotKB Entry name organism [full name |oglcnacscore o.glcnac phosphorylation sites PMIDS |sequence intracellular extracellular cytosol nucleus mitochndrion en(_ioplasmlc golgi plasma extr_acellula
ID sites reticulum apparatus membrane [region
P83093 STIM2_MOUSE |Mus Stromal  |25.385059 NaN S28;5523;5609;S621;5640;S650;S6 (28528544 MLLFGLLVAGVADGCDLVPRHLRGR [False True 2.549 [2.456  [2.022 4.554 1.381 4.761 2.256
musculus (interaction 61;S665;S680;S697 RASGSAGAAASPSAAAAGERQALLT
molecule 2 DPCMSLSPPCFTEEDRFSLEALQTIH

KQMDDDKDGGIEVDESDEFIREDM
KYKDATNKHSHLHREDKHITVEDL
WKQWKTSEVHNWTLEDTLQWLIEF
VELPQYEKNFRDNNVKGTTLPRIAV
HETSFMISQLKISDRSHRQKLQLKA
LDVVLFGPLTRPPHNWMKDFILTISI
VIGVGGCWFAYTQNKTSKEHVAKM
MKDLESLQTAEQSLMDLQERLEKA
QEENRTVAVEKQNLERKMMDEINY
IAKEEACRLRELREGAECELSRRQYA
EQELEQVRMALKKAEKEFELRSSWS
VPDALQKWLQLTHEVEVQYYNIKRQ
NAEMQLAIAKDEAEKIKKKRSTVFG
TLHVAHSSSLDEVDHKILEAKKALSE
LTTCLRERLFRWQQIEKICGFQIAHN
SGLPSLTSSLYSDHSWVVMPRVSIPP
'YPIAGGVDDLDEDTPPIVPQFPGTVA
KPAGSLARSSSLCRSRRSIVPSSPQS
QRAQLPAHAPLAAHPRHPHHPQHP
QHSLPSPDPDILSVSSCPALYRNEEE
EEAIYFTAEKQWEVPDTASECDSLN
SSSGRKPSPPSSLEMYQTLSSRKISR
DELSLEDSSRGESPVTADVSRGSPE
CVGLTETKSMIFSPASRVYNGILEKS
CSMHQLSSGIPVPHPRHTSCSSAGN
DSKPVQEASNVSRVSSIPHDLCHNG
EKSKKPSKIKSLFKKKSK




