}Jl;l iprotKB Entry name organism [full name oglcnacscore oplcnac p.h osphorylation PMIDS sequence intracellular |extracellular |cytosol nucleus mitochndrion em!oplasmlc golgi plasma extx:ac
sites sites reticulum |apparatus membrane region
P83111 LACTB_HUMAN [Homo Serine beta- [27.821317 S392 NaN 40596516;28510447;30620550 MYRLMSAVTARAAAPGGLASSCGRR |True False 4.502 [1.031 14.489 False False False False
sapiens lactamase- GVHQRAGLPPLGHGWVGGLGLGLG
like protein LALGVKLAGGLRGAAPAQSPAAPDP
LACTB, EASPLAEPPQEQSLAPWSPQTPAPP

mitochondrial

CSRCFARAIESSRDLLHRIKDEVGAP
GIVVGVSVDGKEVWSEGLGYADVEN
RVPCKPETVMRIASISKSLTMVALAK
LWEAGKLDLDIPVQHYVPEFPEKEY
EGEKVSVTTRLLISHLSGIRHYEKDIK
KVKEEKAYKALKMMKENVAFEQEK
EGKSNEKNDFTKFKTEQENEAKCR
NSKPGKKKNDFEQGELYLREKFENS
IESLRLFKNDPLFFKPGSQFLYSTFG
YTLLAAIVERASGCKYLDYMQKIFHD
LDMLTTVQEENEPVIYNRARFYVYN
KKKRLVNTPYVDNSYKWAGGGFLST
IVGDLLKFGNAMLYGYQVGLFKNSN
ENLLPGYLKPETMVMMWTPVPNTE
MSWDKEGKYAMAWGVVERKQTYG
SCRKQRHYASHTGGAVGASSVLLVL
PEELDTETINNKVPPRGIIVSIICNMQ
SVGLNSTALKIALEFDKDRSD




