}Jl;l iprotKB Entry name |organism [full name [oglcnacscore oglcnac phosphorylation g1, g sequence intracellular |extracellular cytosol [nucleus mitochndrion endoplasmic golgi plasma jextracellu
sites [sites reticulum |apparatus membrane [region
P83436 COG7_HUMAN [Homo Conserved |39.421171 S516 NaN 140914422;30059200;30620550 MDFSKFLADDFDVKEWINAAFRAGS [True True 2.085 (4.48 0.996 1.389 5.0 1.316 0.803
sapiens |oligomeric KEAASGKADGHAATLVMKLQLFIQE
Golgi VNHAVEETSHQALQNMPKVLRDVE
complex IALKQEASFLKEQMILVKEDIKKFEQ
subunit 7 DTSQSMQVLVEIDQVKSRMQLAAES

LQEADKWSTLSADIEETFKTQDIAVI
SAKLTGMQNSLMMLVDTPDYSEKC
VHLEALKNRLEALASPQIVAAFTSQA
IVDQSKVFVKVFTEIDRMPQLLAYYYK
CHKVQLLAAWQELCQSDLSLDRQLT
GLYDALLGAWHTQIQWATQVFQKP
HEVVMVLLIQTLGALMPSLPSCLSN
GVERAGPEQELTRLLEFYDATAHFA
KGLEMALLPHLHEHNLVKVTELVDA
IVYDPYKPYQLKYGDMEESNLLIQMS
IAVPLEHGEVIDCVQELSHSVNKLFG
LASAAVDRCVRFTNGLGTCGLLSAL
KSLFAKYVSDFTSTLQSIRKKCKLDH
IPPNSLFQEDWTAFQNSIRIIATCGE
LLRHCGDFEQQLANRILSTAGKYLS
IDSCSPRSLAGFQESILTDKKNSAKN
PWQEYNYLQKDNPAEYASLMEILYT
LKEKGSSNHNLLAAPRAALTRLNQQ
IAHQLAFDSVFLRIKQQLLLISKMDS
IWNTAGIGETLTDELPAFSLTPLEYIS
NIGQYIMSLPLNLEPFVTQEDSALEL
IALHAGKLPFPPEQGDELPELDNMAD
NWLGSIARATMQTYCDAILQIPELSP
HSAKQLATDIDYLINVMDALGLQPS
RTLQHIVTLLKTRPEDYRQVSKGLPR
RLATTVATMRSVNY




