UniprotKB Entry name |organism [full name oglcnacscore oglcnac p.h osphorylation PMIDS |sequence intracellular [extracellular |cytosol nucleus mitochndrion em:loplasmlc golgi plasma extr"acellular
ID sites sites reticulum apparatus membrane [region
P97321 SEPR_MOUSE |Mus Prolyl 29.185005 NaN NaN 22645316 MKTWLKTVFGVTTLAALALVVICIVL [None None None |None None None None None None
musculus |endopeptidase RPSRVYKPEGNTKRALTLKDILNGTF
FAP SYKTYFPNWISEQEYLHQSEDDNIV

FYNIETRESYIILSNSTMKSVNATDY
GLSPDRQFVYLESDYSKLWRYSYTAT
YYIYDLQNGEFVRGYELPRPIQYLCW
SPVGSKLAYVYQNNIYLKQRPGDPPF
QITYTGRENRIFNGIPDWVYEEEML
IATKYALWWSPDGKFLAYVEFNDSDI
PITAYSYYGDGQYPRTINIPYPKAGAK
NPVVRVFIVDTTYPHHVGPMEVPVP
EMIASSDYYFSWLTWVSSERVCLQW
LKRVQNVSVLSICDFREDWHAWEC
PKNQEHVEESRTGWAGGFFVSTPAF
SQDATSYYKIFSDKDGYKHIHYIKDT
IVENAIQITSGKWEAIYIFRVTQDSLFY
SSNEFEGYPGRRNIYRISIGNSPPSK
KCVTCHLRKERCQYYTASFSYKAKYY
IALVCYGPGLPISTLHDGRTDQEIQVL
EENKELENSLRNIQLPKVEIKKLKDG
GLTFWYKMILPPQFDRSKKYPLLIQV
IYGGPCSQSVKSVFAVNWITYLASKE
GIVIALVDGRGTAFQGDKFLHAVYRK
LGVYEVEDQLTAVRKFIEMGFIDEER
IAIWGWSYGGYVSSLALASGTGLFKC
GIAVAPVSSWEYYASIYSERFMGLPT
KDDNLEHYKNSTVMARAEYFRNVD
YLLIHGTADDNVHFQNSAQIAKALV
NAQVDFQAMWYSDQNHGISSGRSQ
NHLYTHMTHFLKQCFSLSD




