UniprotKB Entry name |organism [full name oglcnacscore oglcnac p'h osphorylation PMIDS [sequence intracellular extracellular |cytosol nucleus mitochndrion ent!oplasmlc golgi plasma extl:acellular
ID sites sites reticulum apparatus membrane [region
P97328 KHK_MOUSE [Mus Ketohexokinase |23.627151 NaN NaN 37453647 MEEKQILCVGLVVLDIINVVDKYPEE |None None None [None None None None None None

musculus

DTDRRCLSQRWQRGGNASNSCTVL

SLLGARCAFMGSLAPGHVADFLVAD
FRQRGVDVSQVTWQSQGDTPCSCCI
'VNNSNGSRTIILYDTNLPDVSAKDFE
KVDLTRFKWIHIEGRNASEQVKMLQ
RIEEHNAKQPLPQKVRVSVEIEKPRE
ELFQLFSYGEVVFVSKDVAKHLGFQ

PAVEALRGLYSRVKKGATLVCAWAE

EGADALGPDGQLLHSDAFPPPRVVD
TLGAGDTFNASVIFSLSKGNSMQEA
LRFGCQVAGKKCGLQGFDGIV




