UniprotKB Entry name |organism full oglcnacscore oplcnac phosphorylation sites PMIDS |sequence intracellular extracellular [cytosol \nucleus mitochndrion em!oplasmlc golgi plasma extl:acellular
ID name sites reticulum |apparatus|membrane region
P97386 DNLI3_MOUSE [Mus DNA [24.992371 S797;S806(S211;S217;S228;5244;S919|36852467 MTLAFKILFPRNLCALGRKELCLFPE |None None None |None [None None None None None
musculus [ligase QNRWAAISQFSQWSETNLLGGCCL
3 LQRRKPVLALQRGHLRPRATHLTFW

PGSHVGLCTGPCAMAEQRFCVDYA
KRGTAGCKKCKEKIVKGVCRIGKVVP
NPFSESGGDMKEWYHIKCMFEKLE
RARATTKKIEDLTELEGWEELEDNE
KEQISQHIADLSSKAAATPKKKAAVQ
IAKLTTTGQVTSPVKGASFITSTNPRK
FSGFSAAKPNNSEQAPSSPAPGTSLS
IASKCDPKHKDCLLREFRKLCAMVAE
NPSYNTKTQIIHDFLQKGSTGGFSD
GFHGDVYLTVKLLLPGVIKSVYNLN
DKQIVKLFSRIFNCNPDDMARDLEQ
GDVSETIRIFFEQSKSFPPAAKSLLTI
QEVDAFLLHLSKLTKEDEQQQALQD
IASRCTANDLKCIIRLIKHDLKMNSG
IAKHVLDALDPNAYEAFKASRNLQDV
IVERVLHNEQEVEKDPGRRRALRVQA
SLMTPVQPMLAEACKSIEYAMKKCP
NGMFSEIKYDGERVQVHKKGDHFS
YFSRSLKPVLPHKVAHFKDYIPKAFP
GGQSMILDSEVLLIDNNTGKPLPFG
TLGVHKKAAFQDANVCLFVFDCIYF
NDVSLMDRPLCERRKFLHDNMVEI
RNRIMFSEMKQVTKASDLADMINR
IVIREGLEGLVLKDVKGTYEPGKRHW
LKVKKDYLNEGAMADTADLVVLGAF
'YGQGSKGGMMSIFLMGCYDPDSQK
IWCTVTKCAGGHDDATLARLQKELV
MVKISKDPSKIPSWLKINKIYYPDFIV
PDPKKAAVWEITGAEFSRSEAHTAD
GISIRFPRCTRIRDDKDWKSATNLPQ
LKELYQLSKDKADFAVVAGDEASPT
TGGSSGENEGTAGSAGPCKGPPSKS
SASAKTTEQKLNSPSSRGGIKPIPKH
SPMKPGEKLAVKSSPVKVGMKRKAT
DETPCLKKVLLDVFTGVRLYLPPSTP
DFKRLKRYFVAFDGDLVQEFDMGSA
THVLGNREKNTDAQLVSSEWIWACI
RKRRLIAPC




