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P97445 CAC1A_MOUSE Mus
musculus

Voltage-
dependent
P/Q-type
calcium
channel
subunit
alpha-1A

46.058797 S998 T411;S450;S453;S752;S755;S792;S
1038;S1042;S1051;T1935;S1998;S2
016;S2028;S2030;S2071;S2091

22645316;40885482 MARFGDEMPGRYGAGGGGSGPAAG
VVVGAAGGRGAGGSRQGGQPGAQR
MYKQSMAQRARTMALYNPIPVRQN
CLTVNRSLFLFSEDNVVRKYAKKITE
WPPFEYMILATIIANCIVLALEQHLP
DDDKTPMSERLDDTEPYFIGIFCFEA
GIKIVALGFAFHKGSYLRNGWNVMD
FVVVLTGILATVGTEFDLRTLRAVRV
LRPLKLVSGIPSLQVVLKSIMKAMIP
LLQIGLLLFFAILIFAIIGLEFYMGKF
HTTCFEEGTDDIQGESPAPCGTEEP
ARTCPNGTKCQPYWEGPNNGITQFD
NILFAVLTVFQCITMEGWTDLLYNS
NDASGNTWNWLYFIPLIIIGSFFMLN
LVLGVLSGEFAKERERVENRRAFLK
LRRQQQIERELNGYMEWISKAEEVI
LAEDETDVEQRHPFDGALRRATLKK
SKTDLLNPEEAEDQLADIASVGSPFA
RASIKSAKLENSTFFHKKERRMRFYI
RRMVKTQAFYWTVLSLVALNTLCVA
IVHYNQPEWLSDFLYYAEFIFLGLFM
SEMFIKMYGLGTRPYFHSSFNCFDC
GVIIGSIFEVIWAVIKPGTSFGISVLRA
LRLLRIFKVTKYWASLRNLVVSLLNS
MKSIISLLFLLFLFIVVFALLGMQLFG
GQFNFDEGTPPTNFDTFPAAIMTVF
QILTGEDWNEVMYDGIKSQGGVQG
GMVFSIYFIVLTLFGNYTLLNVFLAIA
VDNLANAQELTKDEQEEEEAANQK
LALQKAKEVAEVSPLSAANMSIAVK
EQQKNQKPTKSVWEQRTSEMRKQN
LLASREALYGDAAERWPTPYARPLRP
DVKTHLDRPLVVDPQENRNNNTNK
SRAPEALRPTARPRESARDPDARRA
WPGSPERAPGREGPYGRESEPQQRE
HAPPREHAPWDADTERAKAGDAPR
RHTHRPVAEGEPRRHRARRRPGDE
PDDRPERRPRPRDATRPARAADGEG
DDGERKRRHRHGPPAHDDRERRHR
RRKENQGSGVPVSGPNLSTTRPIQQ
DLGRQDLPLAEDLDNMKNNKLATG
EPASPHDSLGHSGLPPSPAKIGNST
NPGPALATNPQNAASRRTPNNPGN
PSNPGPPKTPENSLIVTNPSSTQPNS
AKTARKPEHMAVEIPPACPPLNHTV
VQVNKNANPDPLPKKEEEKKEEEEA
DPGEDGPKPMPPYSSMFILSTTNPL
RRLCHYILNLRYFEMCILMVIAMSSI
ALAAEDPVQPNAPRNNVLRYFDYVF
TGVFTFEMVIKMIDLGLVLHQGAYF
RDLWNILDFIVVSGALVAFAFTGNSK
GKDINTIKSLRVLRVLRPLKTIKRLPK
LKAVFDCVVNSLKNVFNILIVYMLF
MFIFAVVAVQLFKGKFFHCTDESKE
FERDCRGKYLLYEKNEVKARDREW
KKYEFHYDNVLWALLTLFTVSTGEG
WPQVLKHSVDATFENQGPSPGYRM
EMSIFYVVYFVVFPFFFVNIFVALIIIT
FQEQGDKMMEEYSLEKNERACIDF
AISAKPLTRHMPQNKQSFQYRMWQ
FVVSPPFEYTIMAMIALNTIVLMMKF
YGASVAYENALRVFNIVFTSLFSLEC
VLKVMAFGILNYFRDAWNIFDFVTV
LGSITDILVTEFGNNFINLSFLRLFRA
ARLIKLLRQGYTIRILLWTFVQSFKAL
PYVCLLIAMLFFIYAIIGMQVFGNIGI
DGEDEDSDEDEFQITEHNNFRTFFQ
ALMLLFRSATGEAWHNIMLSCLSGK
PCDKNSGILTADCGNEFAYFYFVSFI
FLCSFLMLNLFVAVIMDNFEYLTRD
SSILGPHHLDEYVRVWAEYDPAACG
RIHYKDMYSLLRVISPPLGLGKKCPH
RVACKRLLRMDLPVADDNTVHFNS
TLMALIRTALDIKIAKGGADKQQMD
AELRKEMMAIWPNLSQKTLDLLVTP
HKSTDLTVGKIYAAMMIMEYYRQSK
AKKLQAMREEQNRTPLMFQRMEPP
SPTQEGGPSQNALPSTQLDPGGGLM
AHEGGMKESPSWVTQRAQEMFQKT
GTWSPERGPPIDMPNSQPNSQSVE

False True 2.219 2.4 2.172 2.391 1.621 5.0 2.407



MREMGTDGYSDSEHYLPMEGQTRA
ASMPRLPAENQRRRGRPRGNDLSTI
SDTSPMKRSASVLGPKARRLDDYSL
ERVPPEENQRYHQRRRDRGHRTSE
RSLGRYTDVDTGLGTDLSMTTQSGD
LPSKDRDQDRGRPKDRKHRPHHHH
HHHHHHPPAPDRDRYAQERPDTGR
ARAREQRWSRSPSEGREHTTHRQG
SSSVSGSPAPSTSGTSTPRRGRRQLP
QTPCTPRPLVSYSPAPRRPAARRMA
GPAAPPGGSPRGCRRAPRWPAHAPE
GPRPRGADYTEPDSPREPPGGAHDP
APRSPRTPRAAGCASPRHGRRLPNG
YYAGHGAPRPRTARRGAHDAYSESE
DDWC


