
UniprotKB
ID Entry	name organism full	name oglcnacscore oglcnacsites

phosphorylation
sites PMIDS sequence intracellular extracellular cytosol nucleus mitochndrion endoplasmic

reticulum
golgi
apparatus

plasma
membrane

extracellular
region

0

P97450 ATP5J_MOUSE Mus
musculus

ATP
synthase-
coupling
factor	6,
mitochondrial

29.185005 NaN S108 22645316 MVLQRIFRLSSVLRSAVSVHLKRNIG
VTAVAFNKELDPVQKLFVDKIREYKS
KRQASGGPVDIGPEYQQDLDRELYK
LKQMYGKGEMDTFPTFKFDDPKFE
VIDKPQS

True False 1.201 1.437 5.0 1.181 0.505 1.157 4.244


