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Entry
name organism full	name oglcnacscore oglcnacsites phosphorylation	sites PMIDS sequence intracellular extracellular cytosol nucleus mitochndrion endoplasmic

reticulum
golgi
apparatus

plasma
membrane

extracellular
region

0

P97523 MET_RAT Rattus
norvegicus

Hepatocyte
growth
factor
receptor

23.439218 NaN S967;T978;S991;S998;S1001;T1004
;T1231;T1235;T1236;T1290;T1350;T
1357;T1366

38843836 MKAPTALAPGILLLLLTLAQRSHGEC
KEALVKSEMNVNMKYQLPNFTAET
PIHNVVLPGHHIYLGATNYIYVLNDK
DLQKVSEFKTGPVVEHPDCFPCQDC
SSKANVSGGVWKDNVNMALLVDTY
YDDQLISCGSVNRGTCQRHVLPPDN
AADIQSEVHCMFSPLAEEESGQCPD
CVVSALGAKVLLSEKDRFINFFVGNT
INSSYPPDYSLHSISVRRLKETQDGF
KFLTDQSYIDVLPEFRDSYPIKYIHAF
ESNHFIYFLTVQKETLDAQTFHTRII
RFCSVDSGLHSYMEMPLECILTEKR
RKRSTREEVFNILQAAYVSKPGANLA
KQIGASPYDDILYGVFAQSKPDSAEP
MNRSAVCAFPIKYVNDFFNKIVNKN
NVRCLQHFYGPNHEHCFNRTLLRN
SSGCEVRSDEYRTEFTTALQRVDLF
MGRLNHVLLTSISTFIKGDLTIANLG
TSEGRFMQVVLSRTAHFTPHVNFLL
DSYPVSPEVIVEHPSNQNGYTLVVTG
KKITKIPLNGLGCGHFQSCSQCLSPP
YFIQCGWCHNRCVHSNECPSGTWT
QEICLPAVYKVFPTSAPLEGGTMLTI
CGWDFGFKKNNKFDLRKTKVLLGN
ESCTLTLSESTTNTLKCTVGPAMSE
HFNVSVIVSNSRETTQYSAFSYVDPV
ITSISPRYGPHAGGTLLTLTGKYLNS
GNSRHISIGGKTCTLKSVSDSILECY
TPGHTVSAEFPVKLKIDLADRVTSSF
SYREDPVVSEIHPTKSFISGGSTITGI
GKNLNSVSTPKLVIEVHDVGVNYTV
ACQHRSSSEIICCTTPSLRQLDLQLP
LKTKAFFLLDGILSKHFDLTYVHDP
MFKPFEKPVMISMGNENVVEIKGD
DIDPEAVKGEVLKVGNKSCENLHW
HSEALLCTVPSDLLKLNGGELNIEW
KQAVSSTVLGKVIVQPDQNFAGLIIG
AVSISVVVLLVSGLFLWLRKRKHKDL
GSELVRYDARVHTPHLDRLVSARSV
SPTTEMVSNESVDYRATFPEDQFPN
SSQNGACRQVQYLLTDLSPILTSGDS
DISSPLLQNTVHIDLSALNPELVQAV
PHVVIGPSSLIVHFNEVIGRGHFGCV
YHGTLLDSDGKKIHCAVKSLNRITDI
EEVSQFLTEGIIMKDFSHPNVLSLLG
ICLRSEGSPLVVLPYMKHGDLRNFIR
NETHNPTVKDLIGFGLQVAKGMKYL
VSKKFVHRDLAARNCMLDEKFTVK
VADFGLARDMYDKEYYSVHNKTGA
KLPVKWMALESLQTQKFTTKSDVW
SFGVLLWELMTRGAPPYPDVNTFDI
TIYLLQGRRLLQPEYCPDALYEVMLK
CWHPKAEMRPSVSELVSRISSIFSTF
IGEHYVHVNATYVNVKCVAPYPSLLP
SQDNIDGEANT

False True 2.27 2.941 2.321 2.508 1.561 5.0 5.0


