UniprotKB Entry organism (full name oglcnacscore o.glcnac p‘h osphorylation PMIDS |sequence intracellular extracellular [cytosol nucleus imitochndrion em.loplasmlc golgi plasma extlfacellular
ID name sites sites reticulum apparatus membrane region
P97564 GPAT1 RAT |Rattus Glycerol-3- 23.439218 NaN S380;S688;S5695 (38843836 MEESSVTIGTIDVSYLPNSSEYSLGR (True False 2.579 [2.432 (5.0 2.357 0.989 2.953 1.985
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CKHTNEDWVDCGFKPTFFRSATLK
'WKESLMSRKRPFVGRCCYSCTPQS
'WERFFNPSIPSLGLRNVIYINETHTR
HRGWLARRLSYILFVQERDVHKGM
FATSITDNVLNSSRVQEAIAEVAAEL
NPDGSAQQQSKAIQKVKRKARKILQ
EMVATVSPGMIRLTGWVLLKLFNSF
FWNIQIHKGQLEMVKAATETNLPLL
FLPVHRSHIDYLLLTFILFCHNIKAPY
TASGNNLNIPIFSTLIHKLGGFFIRRR
LDETPDGRKDILYRALLHGHIVELLR
QQQFLEIFLEGTRSRSGKTSCARAGL
LSVVVDTLSSNTIPDILVIPVGISYDRI
IEGHYNGEQLGKPKKNESLWSVARG
VIRMLRKNYGYVRVDFAQPFSLKEY
LEGQSQKPVSAPLSLEQALLPAILPS
RPDAAAAEHEDMSSNESRNAADEA
FRRRLIANLAEHILFTASKSCAIMST
HIVACLLLYRHRQGIHLSTLVEDFFV
MKEEVLARDFDLGFSGNSEDVVMH
AIQLLGNCVTITHTSRKDEFFITPSTT
VPSVFELNFYSNGVLHVFIMEAIIAC
SIYAVQNKRGSGGSAGGLGNLISQE
QLVRKAASLCYLLSNEGTISLPCQTF
'YQVCQETVGKFIQYGILTVAEQDDQE
DVSPGLAEQQWNKKLPEPLNWRSD
EEDEDSDFGEEQRDCYLKVSQAKEH
QQFITFLQRLLGPLLEAYSSAAIFVHT
FRGPVPESEYLQKLHRYLLTRTERN
VAVYAESATYCLVKNAVKMFKDIGV
FKETKQKRASVLELSTTFLPQGSRQ
KLLEYILSFVVL




