[ UniprotKB

alpha

CSRRFTMKTVLMLADQMISRIEYVH
TKNFIHRDIKPDNFLMGIGRHCNKL
FLIDFGLAKKYRDNRTRQHIPYREDK
NLTGTARYASINAHLGIEQSRRDDM
ESLGYVLMYFNRTSLPWQGLKAATK
KQKYEKISEKKMSTPVEVLCKGFPA
EFAMYLNYCRGLRFEEAPDYMYLRQ
LFRILFRTLNHQYDYTFDWTMLKQK
IAAQQAASSSGQGQQAQTPTGF

Entry organism full oglcnacscore oglcnac p'h osphorylation PMIDS |sequence intracellular extracellular |cytosol nucleus mitochndrion en(!oplasmlc golgi plasma extl.'acellular
1D name name sites sites reticulum apparatus membrane [region
P97633 KC1A_RAT [Rattus Casein (23.439218 NaN S4;S156 38843836 |MASSSGSKAEFIVGGKYKLVRKIGSG [True False 4.645 (5.0 0.898 0.74 0.281 1.368 1.185

norvegicus [kinase SFGDIYLAINITNGEEVAVKLESQKA
I RHPQLLYESKLYKILQGGVGIPHIRW
isoform 'YGQGKDYNVLVMDLLGPSLEDLFNF




