UniprotKB Entry name organism full name oglcnacscore o.glcnac p.h osphorylation PMIDS sequence intracellular extracellular|cytosol nucleus mitochndrion enc:!oplasmlc golgi plasma 2

ID sites sites reticulum |apparatus membrane [re

P97807 FUMH_MOUSE [Mus Fumarate 25.989908 NaN T82;T233;S363  |37453647;39627609;39927985;375 |MYRALRLLARSRRLLRVPSAGAAVS [True False 3.656 (3.0 4.553 False False False Fe
musculus |hydratase, 07081 GEATTLPRCAPNVARMASQNSFRVE

mitochondrial

FDTFGELKVPTDKYYGAQTVRSTMN
FKIGGATERMPIPVIQAFGILKRAAAE
'VNQEYGLDPKIASAIMKAADEVAEG
KLNDHFPLVVWQTGSGTQTNMNV
NEVISNRAIEMLGGELGSKKPVHPN
DHVNKSQSSNDTFPTAMHIAAAVEV
HKVLLPGLQKLHDALSAKSKEFAQV
IKIGRTHTQDAVPLTLGQEFSGYVQQ
'VQYAMVRIKAAMPRIYELAAGGTAV
GTGLNTRIGFAEKVAAKVAALTGLPF
VTAPNKFEALAAHDALVELSGAMNT
AACSLMKIANDIRFLGSGPRSGLGEL
ILPENEPGSSIMPGKVNPTQCEAMT
MVAAQVMGNHVAVTVGGSNGHFE
LNVFKPMMIKNVLHSARLLGDASVS
FTDNCVVGIQANTERINKLMNESLM
LVTALNPHIGYDKAAKIAKTAHKNGS
TLKETAIELGYLTAEQFDEWVKPKD

MLGPK




