
UniprotKB
ID Entry	name organism full

name oglcnacscore oglcnac	sites phosphorylation	sites PMIDS sequence intracellular extracellular cytosol nucleus mitochndrion endoplasmic
reticulum

golgi
apparatus

0

P97855 G3BP1_MOUSE Mus
musculus

Ras
GTPase-
activating
protein-
binding
protein	1

47.623088 S39;S260;T266;T268 T143;S149;S231;S248;S251;S371 22645316;34887587;40885482;368
52467;36288343;37453647;344180
53;30016717

MVMEKPSPLLVGREFVRQYYTLLNQ
APDMLHRFYGKNSSYAHGGLDSNG
KPADAVYGQKEIHRKVMSQNFTNC
HTKIRHVDAHATLNDGVVVQVMGL
LSNNNQALRRFMQTFVLAPEGSVA
NKFYVHNDIFRYQDEVFGGFVTEPQ
EESEEEVEEPEERQQTPEVVPDDSG
TFYDQTVSNDLEEHLEEPVVEPEPE
PEPEPEPEPVSDIQEDKPEAALEEAA
PDDVQKSTSPAPADVAPAQEDLRTF
SWASVTSKNLPPSGAVPVTGTPPHV
VKVPASQPRPESKPDSQIPPQRPQRD
QRVREQRINIPPQRGPRPIREAGEPG
DVEPRRMVRHPDSHQLFIGNLPHEV
DKSELKDFFQNFGNVVELRINSGGK
LPNFGFVVFDDSEPVQKVLSNRPIM
FRGAVRLNVEEKKTRAAREGDRRD
NRLRGPGGPRGGPSGGMRGPPRGG
MVQKPGFGVGRGITTPRQ

True False 4.497 4.294 2.09 2.157 1.672


