}Jl;l iprotKB Entry name organism full oglcnacscore joglcnac sites (P O5K yiaton oy s sequence intracellular |extracellular |cytosol nucleus mitochndrion en(.ioplasmlc <
name sites reticulum |e
P98171 RHG04_HUMAN [Homo Rho 35.287989 S199;T202;T203;T204;T208;T686;S [S860;5S901;S906 [29351928;31492838;28657654;316 [MAAHGKLRRERGLQAEYETQVKEM (True False 4.692 [4.756 |0.906 False (
sapiens  |GTPase- 906;S913 37018;40914422;35254053;393022 RWQLSEQLRCLELQGELRRELLQEL
activating 47;34019948;39531497 IAEFMRRRAEVELEYSRGLEKLAERF
protein 4 SSRGGRLGSSREHQSFRKEPSLLSP

LHCWAVLLQHTRQQSRESAALSEVL
IAGPLAQRLSHIAEDVGRLVKKSRDL
EQQLQDELLEVVSELQTAKKTYQAY
HMESVNAEAKLREAERQEEKRAGR
SVPTTTAGATEAGPLRKSSLKKGGRL
IVEKRQAKFMEHKLKCTKARNEYLLS
LASVNAAVSNYYLHDVLDLMDCCDT
GFHLALGQVLRSYTAAESRTQASQV
QGLGSLEEAVEALDPPGDKAKVLEV
HATVFCPPLRFDYHPHDGDEVAEIC
'VEMELRDEILPRAQNIQSRLDRQTIE
TEEVNKTLKATLQALLEVVASDDGD
VLDSFQTSPSTESLKSTSSDPGSRQA
GRRRGQQQETETFYLTKLQEYLSGR
SILAKLQAKHEKLQEALQRGDKEEQ
EVSWTQYTQRKFQKSRQPRPSSQYN
QRLFGGDMEKFIQSSGQPVPLVVES
CIRFINLNGLQHEGIFRVSGAQLRVS
EIRDAFERGEDPLVEGCTAHDLDSV
IAGVLKLYFRSLEPPLFPPDLFGELLA
SSELEATAERVEHVSRLLWRLPAPV
LVVLRYLFTFLNHLAQYSDENMMD
PYNLAVCFGPTLLPVPAGQDPVALQ
GRVNQLVQTLIVQPDRVFPPLTSLPG
PVYEKCMAPPSASCLGDAQLESLGA
DNEPELEAEMPAQEDDLEGVVEAV
IACFAYTGRTAQELSFRRGDVLRLHE
RASSDWWRGEHNGMRGLIPHKYIT
LPAGTEKQVVGAGLQTAGESGSSPE
GLLASELVHRPEPCTSPEAMGPSGH
RRRCLVPASPEQHVEVDKAVAQNM
DSVFKELLGKTSVRQGLGPASTTSPS
PGPRSPKAPPSSRLGRNKGFSRGPG
IAPASPSASHPQGLDTTPKPH




