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UniprotKB g, v name forganism ™! |oglcnacscore|°91°™2C [shosphorylation sites [PMIDS sequence intracellular |extracellular cytosol [nucleus mitochndrion |~ .
reticulum |apparatus membrane [re

ID name sites
P99024 'TBB5_MOUSE [Mus Tubulin [45.711774 S339 S40;T55;5S172;T285;T290 (37507081;40684658;37453647;291 [MREIVHIQAGQCGNQIGAKFWEVIS [True False 4.527 |5.0 False False False False 2.
musculus |beta-5 87734;34887587;34418053;247886 |DEHGIDPTGTYHGDSDLQLDRISVYY
chain 74;33300544;21540332;39627609;2 [NEATGGKYVPRAILVDLEPGTMDSV

2645316 RSGPFGQIFRPDNFVFGQSGAGNN
WAKGHYTEGAELVDSVLDVVRKEAE
SCDCLQGFQLTHSLGGGTGSGMGT
LLISKIREEYPDRIMNTFSVVPSPKVS
DTVVEPYNATLSVHQLVENTDETYCI
DNEALYDICFRTLKLTTPTYGDLNHL
VSATMSGVTTCLRFPGQLNADLRKL
IAVNMVPFPRLHFFMPGFAPLTSRGS
QQYRALTVPELTQQVFDAKNMMAA
CDPRHGRYLTVAAVFRGRMSMKEV
DEQMLNVQNKNSSYFVEWIPNNVK
TAVCDIPPRGLKMAVTFIGNSTAIQE
LFKRISEQFTAMFRRKAFLHWYTGE
GMDEMEFTEAESNMNDLVSEYQQY
QDATAEEEEDFGEEAEEEA




