UniprotKB Entry name organism [full name oglcnacscore o_glcnac phosp ylation sites PMIDS sequence intracellular |extracellular cytosol nucleus mitochndrion enqoplasmlc golgi
ID sites reticulum |apparat
Q00059 TFAM_HUMAN [Homo Transcription [20.888251 S48 S55;556;S61;T122;S160;S193;5195|23301498;33465208;37217939;405 |MAFLRSMWGVLSALGRSGAELCTG |True False 4.0 4.253  [5.0 False False
sapiens [factor A, 96516;28510447 CGSRLRSPFSFVYLPRWFSSVLASCP
mitochondrial KKPVSSYLRFSKEQLPIFKAQNPDAK
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