}Jl;l iprotKB Entry name organism full oglcnacscore o_glcnac p.h osphorylation PMIDS sequence intracellular extracellular|cytosol nucleus mitochndrion em!oplasmlc golgi plasma eth:ac'
name sites sites reticulum |apparatus membrane fregion
Q00325 S25A3_HUMAN [Homo Solute [16.30957 NaN T196 35083852;33214551;34019948;268 |MFSSVAHLARANPFNTPHLQLVHD |None None None [None |None None None None None
sapiens |carrier 53435;34725712;32119511;386659 |GLGDLRSSSPGPTGQPRRPRNLAAA
family 16 AVEEQYSCDYGSGRFFILCGLGGIIS
25 CGTTHTALVPLDLVKCRMQVDPQKY
member KGIFNGFSVTLKEDGVRGLAKGWAP
3

TFLGYSMQGLCKFGFYEVFKVLYSN
MLGEENTYLWRTSLYLAASASAEFF
ADIALAPMEAAKVRIQTQPGYANTLR
DAAPKMYKEEGLKAFYKGVAPLWM
RQIPYTMMKFACFERTVEALYKFVV
PKPRSECSKPEQLVVTFVAGYIAGVF
CAIVSHPADSVVSVLNKEKGSSASLV
LKRLGFKGVWKGLFARIIMIGTLTAL
QWFIYDSVKVYFRLPRPPPPEMPESL

KKKLGLTQ




