
UniprotKB
ID Entry	name organism full

name oglcnacscore oglcnacsites
phosphorylation
sites PMIDS sequence intracellular extracellular cytosol nucleus mitochndrion endoplasmic

reticulum
golgi
apparatus

plasma
membrane

extracellular
region

0

Q00422 GABPA_MOUSE Mus
musculus

GA-
binding
protein
alpha
chain

37.459726 T264;S275 S303 40997131;40885482;36852467 MTKREAEELIEIEIDGTEKAECTEESI
VEQTYTPAECVSQAIDINEPIGNLKK
LLEPRLQCSLDAHEICLQDIQLDPDR
SLFDQGVKTDGTVQLSVQVISYQGM
EPKLNILEIVKTAETVEVVIDPDAHH
AEAEAHLVEEAQVITLDGTKHITTIS
DETSEQVTRWAAALEGYRKEQERLG
IPYDPIHWSTDQVLHWVVWVMKEF
SMTDIDLTTLNISGRELCSLNQEDFF
QRVPRGEILWSHLELLRKYVLASQE
QQMNEIVTIDQPVQIIPASVPPATPTT
IKVINSSAKAAKVQRSPRISGEDRSS
PGNRTGNNGQIQLWQFLLELLTDK
DARDCISWVGDEGEFKLNQPELVAQ
KWGQRKNKPTMNYEKLSRALRYYY
DGDMICKVQGKRFVYKFVCDLKTLI
GYSAAELNRLVIECEQKKLARMQLH
GIAQPVTAVALAATSLQADKEI

True False 1.436 5.0 2.141 1.365 0.801 1.387 1.398


