
UniprotKB
ID Entry	name organism full	name oglcnacscore oglcnacsites

phosphorylation
sites PMIDS sequence intracellular extracellular cytosol nucleus mitochndrion endoplasmic

reticulum
golgi
apparatus

plasma
membrane

0

Q00519 XDH_MOUSE Mus
musculus

Xanthine
dehydrogenase/oxidase

41.160002 NaN NaN 25153642;28135057;39927985;215
40332

MTRTTVDELVFFVNGKKVVEKNADP
ETTLLVYLRRKLGLCGTKLGCGEGG
CGACTVMISKYDRLQNKIVHFSVNA
CLTPICSLHHVAVTTVEGIGNTKKLH
PVQERIAKSHGSQCGFCTPGIVMSM
YTLLRNKPEPTVEEIENAFQGNLCR
CTGYRPILQGFRTFAKDGGCCGGSG
NNPNCCMSQTKDQTIAPSSSLFNPE
DFKPLDPTQEPIFPPELLRLKDTPRK
TLRFEGERVTWIQVSTMEELLDLKA
QHPDAKLVVGNTEIGIEMKFKNMLF
PLIICPAWILELTSVAHGPEGISFGAA
CPLSLVESVLADAIATLPEQRTEVFR
GVMEQLRWFAGKQVKSVASIGGNII
TASPISDLNPVLMASRAKLTLASRGT
KRTVWMDHTFFPGYRRTLLSPEEIL
VSIVIPYSRKGEFFSAFKQASRREDDI
AKVTSGMRVLFKPGTTEVQELSLCF
GGMADRTVSALKTTPKQLSKSWNE
ELLQDVCAGLAEELHLAPDAPGGMV
EFRRTLTLSFFFKFYLTVLQKLGRAD
LEGMCGKLDPTFASATLLFQKDPPA
NVQLFQEVPKGQSEEDMVGRPMPH
LAADMQASGEAVYCDDIPRYENELS
LRLVTSTRAHAKIMSIDTSEAKKVPG
FVCFLTSEDVPGSNITGIFNDETVFA
KDEVTCVGHIIGAVVADTPEHAHRA
ARGVKITYEDLPAIITIQDAIKNNSFY
GPEVKIEKGDLKKGFSEADNVVSGE
LYIGGQEHFYLETHCTIAVPKGEAGE
MELFVSTQNTMKTQSFIAKMLGVPD
NRIVVRVKRMGGGFGGKETRSTLIS
TAVALAAYKTGRPVRCMLDRDEDML
ITGGRHPFLAKYKVGFMKTGTIVALE
VAHFSNGGNSEDLSRSIMERAVFH
MDNAYKIPNIRGTGRICKTNLPSNTA
FRGFGGPQGMLIAEYWMSEVAVTC
GLPAEEVRRKNMYKEGDLTHFNQK
LEGFTLPRCWDECIASSQYQARKME
VEKFNRENCWKKRGLCIIPTKFGISF
TLSFLNQGGALVHVYTDGSVLLTHG
GTEMGQGLHTKMVQVASRALKIPTS
KIHITETSTNTVPNTSPTAASASADL
NGQAIYEACQTILKRLEPFKKKNPSG
SWESWVMDAYTSAVSLSATGFYKTP
NLGYSFETNSGNPFHYFSYGVACSE
VEIDCLTGDHKNLRTDIVMDVGSSL
NPAIDIGQVEGAFVQGLGLFTMEEL
HYSPEGSLHTRGPSTYKIPAFGSIPIE
FRVSLLRDCPNKRAIYASKAVGEPPL
FLASSIFFAIKDAIRAARAQHGDSNA
KQLFQLDSPATPEKIRNACVDQFTTL
CATGTPENCKSWSVRI

True False 5.0 0.938 0.844 4.0 False False


