UniprotKB Entry name organism [full name joglcnacscore o'glcnac p‘h osphorylation PMIDS |[sequence intracellular extracellular|cytosol nucleus mitochndrion em!oplasmlc golgi plasma extl:acellular
ID sites sites reticulum apparatus membrane [region
Q00532 CDKL1_HUMAN [Homo Cyclin- 26.75988 NaN NaN 29485866 MMEKYEKIGKIGEGSYGVVFKCRNR |True False 2.009 [4.389 1.523 0.725 0.548 0.871 4.197
sapiens dependent DTGQIVAIKKFLESEDDPVIKKIALRE
kinase- IRMLKQLKHPNLVNLLEVFRRKRRL
like 1

HLVFEYCDHTVLHELDRYQRGVPEH
LVKSITWQTLQAVNFCHKHNCIHRD
VKPENILITKHSVIKLCDFGFARLLA
GPSDYYTDYVATRWYRSPELLVGDT
QYGPPVDVWAIGCVFAELLSGVPLW
PGKSDVDQLYLIRKTLGDLIPRHQQV
FSTNQYFSGVKIPDPEDMEPLELKFP
NISYPALGLLKGCLHMDPTQRLTCE
QLLHHPYFENIREIEDLAKEHNKPT
RKTLRKSRKHHCFTETSKLQYLPQL
TGSSILPALDNKKYYCDTKKLNYRFP
NI




