UniprotKB Entry name organism [full name |oglcnacscore oglcnac p‘h osphorylation PMIDS |sequence intracellular extracellular [cytosol nucleus jmitochndrion en(!oplasmlc golgi plasma extr:acellular
ID sites sites reticulum apparatus membrane region
Q00547 HMMR_MOUSE Mus Hyaluronan [25.643919 NaN S20;T784 28135057 [MSFPKAPLKRFNDPSGCAPSPGAYD |False False 3.609 [3.177 1.733 1.347 2.016 2.124 2.167
musculus |mediated IVKTSEATKGPVSFQKSQRFKNQRES
motility QQNLNIDKDTTLLASAKKAKKSVSK
receptor KDSQKNDKDVKRLEKEIRALLQERG

TQDKRIQDMESELEKTEAKLNAAVR
EKTSLSASNASLEKRLTELTRANELL
KAKFSEDGHQKNMRALSLELMKLR
NKRETKMRSMMVKQEGMELKLQA
TQKDLTESKGKIVQLEGKLVSIEKEK
IDEKCETEKLLEYIQEISCASDQVEK
CKVDIAQLEEDLKEKDREILSLKQSL
EENITFSKQIEDLTVKCQLLETERDN
LVSKDRERAETLSAEMQILTERLALE
RQEYEKLQQKELQSQSLLQQEKELS
ARLQQQLCSFQEEMTSEKNVFKEEL
KLALAELDAVQQKEEQSERLVKQLE
EETKSTAEQLTRLDNLLREKEVELE
KHIAAHAQAILIAQEKYNDTAQSLRD
VTAQLESVQEKYNDTAQSLRDVTAQ
LESEQEKYNDTAQSLRDVTAQLESE
QEKYNDTAQSLRDVTAQLESVQEKY
NDTAQSLRDVTAQLESYKSSTLKEIE
DLKLENLTLQEKVAMAEKSVEDVQQ
QILTAESTNQEYARMVQDLQNRSTL
KEEEIKEITSSFLEKITDLKNQLRQQ
DEDFRKQLEEKGKRTAEKENVMTE
LTMEINKWRLLYEELYEKTKPFQQQ
LDAFEAEKQALLNEHGATQEQLNKI
RDSYAQLLGHQNLKQKIKHVVKLKD
ENSQLKSEVSKLRSQLVKRKQNELR
LQGELDKALGIRHFDPSKAFCHASK
ENFTPLKEGNPNCC




