UniprotkB Entry name organism [full name oglcnacscore oglcnac p.h osphorylation PMIDS sequence intracellular (extracellular cytosol nucleus mitochndrion wen(.loplasmlc golgi plasma extl"acellular
1D sites sites reticulum apparatus membrane region
Q00612 G6PD1_MOUSE |Mus Glucose-6- 27.290693 NaN 'T507 33964586;37507081 MAEQVALSRTQVCGILREELYQGDA [True False 5.0 2.604 [2.37 1.621 0.821 1.772 1.872
musculus [phosphate 1- FHQADTHIFIIMGASGDLAKKKIYPTI
dehydrogenase WWLFRDGLLPEDTFIVGYARSRLTV
X DDIRKQSEPFFKATPEERPKLEEFFA

RNSYVAGQYDDAASYKHLNSHMNA
LHQGMQANRLFYLALPPTVYEAVTK
NIQETCMSQTGWNRIIVEKPFGRDL
QSSNQLSNHISSLFREDQIYRIDHYL
GKEMVQNLMVLRFANRIFGPIWNR
DNIACVILTFKEPFGTEGRGGYFDEF
GIIRDVMQNHLLQMLCLVAMEKPAT
'TGSDDVRDEKVKVLKCISEVETDNV
IVLGQYVGNPNGEGEAANGYLDDPT
VPHGSTTATFAAAVLYVENERWDGV
PFILRCGKALNERKAEVRLQFRDVA
GDIFHQQCKRNELVIRVQPNEAVYT
KMMTKKPGMFFNPEESELDLTYGN
RYKNVKLPDAYERLILDVFCGSQMH
FVRSDELREAWRIFTPLLHKIDREKP
QPIPYVYGSRGPTEADELMKRVGFQ
YEGTYKWVNPHKL




