UniprotKB Entry name |organism [full name oglcnacscore oglcnac p.h osphorylation PMIDS sequence intracellular extracellular cytosol nucleus mitochndrion em!oplasmlc golgi plasma eth:a'

ID sites sites reticulum |apparatus membrane regio:

Q00796 DHSO_HUMAN [Homo Sorbitol 14.068998 NaN S211;S225 34229054;34019948;38665916 MAAAAKPNNLSLVVHGPGDLRLEN ([True True 4.7 2.832 |3.956 1.856 1.432 2.235 5.0
sapiens |dehydrogenase YPIPEPGPNEVLLRMHSVGICGSDV

HYWEYGRIGNFIVKKPMVLGHEASG
ITVEKVGSSVKHLKPGDRVAIEPGAPR
ENDEFCKMGRYNLSPSIFFCATPPD
DGNLCRFYKHNAAFCYKLPDNVTFE
EGALIEPLSVGIHACRRGGVTLGHKV
LVCGAGPIGMVTLLVAKAMGAAQVV
IVTDLSATRLSKAKEIGADLVLQISKE
SPQEIARKVEGQLGCKPEVTIECTGA
EASIQAGIYATRSGGNLVLVGLGSEM
TTVPLLHAAIREVDIKGVFRYCNTWP
IVAISMLASKSVNVKPLVTHRFPLEKA
LEAFETFKKGLGLKIMLKCDPSDQN
P




