UniprotKB Entry name |organism full name |oglcnacscore oglcnac p.h osphorylation PMIDS sequence intracellular extracellular |cytosol nucleus mitochndrion em?oplasmlc golgi plasma extl.“acellular
ID sites sites reticulum apparatus membrane [region
Q00897 A1AT4_MOUSE Mus Alpha-1-  |25.700107 NaN NaN 37453647;39627609 MTPSISWSLLLLAGLCCLVPSFLAED |False True 2.511 [2.526  |2.237 2.751 2.298 2.946 5.0
musculus [antitrypsin VQETDTSQKDQSPASHEIATNLGDF
1-4

ALRLYRELVHQSNTSNIFFSPVSIAT
AFAMLSLGSKGDTHTQILEGLQFNL
TQTSEADIHKSFQHLLQTLNRPDSE
LQLSTGNGLFVNNDLKLVEKFLEEA
KNHYQAEVFSVNFAESEEAKKVIND
FVEKGTQGKIVEAVKKLDQDTVFAL
ANYILFKGKWKQPFDPENTEEAEFH
VDESTTVKVPMMTLSGMLDVHHCS
MLSSWVLLMDYAGNTTAVFLLPDD
GKMQHLEQTLNKELISQFLLNRRRS
DAQIHIPRLSISGNYNLKTLMSPLGIT
RIFNNGADLSGITEENAPLKLSKAVH
KAVLTIDETGTEAAAATVLQVATYSM
PPIVRFDHPFLFIIFEEHTQSPIFVGK
IVVDPTHK




