UniprotKB Entry name organism full oglcnacscore oglcnac p'h osphorylation PMIDS [sequence intracellular lextracellular cytosol nucleus mitochndrion em!oplasmlc golgi [plasma extl"acellular
ID name sites sites reticulum apparatus membrane region
Q00G26 PLIN5_HUMAN [Homo Perilipin- [26.250033 T127 S2;5148;S322 30620550 MSEEEAAQIPRSSVWEQDQQNVVQ (True False 4.483 |2.984 |4.495 2.09 1.329 1.777 1.828

sapiens |5 RVVALPLVRATCTAVCDVYSAAKDR

HPLLGSACRLAENCVCGLTTRALDH
IAQPLLEHLQPQLATMNSLACRGLDK
LEEKLPFLQQPSETVVTSAKDVVASS
IVTGVVDLARRGRRWSVELKRSVSHA
VDVVLEKSEELVDHFLPMTEEELAA
LAAEAEGPEVGSVEDQRRQQGYFVR
LGSLSARIRHLAYEHSVGKLRQSKH
RAQDTLAQLQETLELIDHMQCGVTP
TAPACPGKVHELWGEWGQRPPESR
RRSQAELETLVLSRSLTQELQGTVEA
LESSVRGLPAGAQEKVAEVRRSVDA
LQTAFADARCFRDVPAAALAEGRGR
IVAHAHACVDELLELVVQAVPLPWLV
GPFAPILVERPEPLPDLADLVDEVIG
GPDPRWAHLDWPAQQRAWEAEHR
DGSGNGDGDRMGVAGDICEQEPET

PSCPVKHTLMPELDF




