UniprotKB Entry name organism full name oglcnacscore o.glcnac phosphorylation sites PMIDS sequence intracellular |extracellular cytosol nucleus mitochndrion en(_ioplasmlc ,&

ID sites reticulum |ap

QOOPI9 HNRL2_MOUSE [Mus Heterogeneous [34.570981 NaN S159;T163;5166;S183;S186;S224;S |28528544;37453647;40684658;291 |MEVKRLKVTELRSELQRRGLDSRGL |True False 1.641 |5.0 False False Fa
musculus nuclear 226 87734;34887587;39627609 KMDLAQRLQEALDAEMLEDEAGVG

ribonucleoprotein
'U-like protein 2

GAGPGGACKAEPRPVAASGGGPGGD
EEEEDDDEEEDEEALLEDEDEEPPP
AQALGQAAQPPPEPPETSAMEAESE
IASDTPAEATAGSGGVNGGEEHDNG
KGEEDGPEERSGDETPGSEAPGDKA
IVEEQGDDQDSEKSKPAGSDGERRG
VKRQRDEKDEHGRAYYEFREEAYHS
RSKSPPPPEEEAKDEEEDQTLVNLD
TYTSDLHFQISKDRYGGQPLFSEKFP
TLWSGARSTYGVTKGKVCFEAKVTQ
NLPMKEGCTEVSLLRVGWSVDFSCS
QLGEDEFSYGFDGRGLKAENGQFEE
FGQTFGENDVIGCFANFETEEVELS
FSKNGEDLGVAFRISKESLADRALLP
HVLCKNCVVELNFGQKEEPFFPPPE
EFVFIHAVPVEERVRTAVPPKTIEEC
EVILMVGLPGSGKTQWALKYAKDNP
ERRYNVLGAETVLTQMRMKGLEEP
EMDPKSRDLLVQQASQCLSKLVQIA
SRSKRNFILDQCNVYNSGQRRKLLL
FKTFSRKVVVVVPNEEDWKRRLELR
KEVEGDDVPESIMLEMKANFSLPEK
CDYMDEVTYGELEKEEAQPIVTKYK
EEARKLLPPSEKRTNRRNNRNKRN
RQNRSRGQGYVGGQRRGYDNRAYG
QQYWGQSGNRGGYRNFYDRYRGDY
ERFYSRDYEYNRYRDYYRQYNRDW
QNYYYHHQQDRDRYYRNYYGYQGY
R




