UniprotKB Entry name organism full oglcnacscore oglcnac p.h osphorylation PMIDS |sequence intracellular extracellular [cytosol nucleus mitochndrion em?oplasmlc golgi plasma extl"acellular

ID name sites sites reticulum apparatus membrane [region

Q01102 LYAM3 MOUSE Mus P- 25.685855 NaN NaN 39627609 MAGCPKGSWTPRLRSVILGGAQLIW |False True 2.996 (3.092 2.679 2.196 1.923 5.0 4.268
musculus [selectin FSALISELVNQKEVAAWTYNYSTKAY

SWNNSRVFCRRHFTDLVAIQNKNEI
AHLNDVIPFFNSYYWIGIRKINNKWT
WVGTNKTLTEEAENWADNEPNNKK
NNQDCVEIYIKSNSAPGKWNDEPCF
KRKRALCYTASCQDMSCSNQGECIE
TIGSYTCSCYPGFYGPECEYVKECGK
VNIPQHVLMNCSHPLGEFSFNSQCT
FSCAEGYELDGPGELQCLASGIWTN
NPPKCDAVQCQSLEAPPHGTMACM
HPIAAFAYDSSCKFECQPGYRARGS
NTLHCTGSGQWSEPLPTCEAIACEP
PEIPTHGSMDCVPSTGTFGYNSSCTF
LCAEGFVLKGNDAIQCADSGQWTAP
APFCEALQCPEFPVPSKAQVNCSDP
FGTLTYQSVCSFSCDEGSLLVGASVI
RCLATGHWNGAPPECQAVSCAPML
SPENGSMTCVQPLGNSTYKSTCQF
MCDEGFYLSGPERLDCSPSGHWTG
TPPTCEAIKCPGIFAPEQGNLDCSHV
HGEFGVGSICHFSCNEDFELLGSEN
VECTVSGRWSAPPPTCKGITSLPAPA
VRCPALTTPGQGTMSCQHHLGSFGP
NTTCYFGCKTGFTLRGANSLRCRAS
GQWTAVTPMCRAVKCSELHMDTAV
AMNCSNPWGNFSYGSTCTFQCPEG
QSLNGSVRATCREDGHWSDAMPTC
QAGTLTIQEALTYLGGAVASTTGLAV
GGTLLALLRKRLRKKDDGKCPLNPH
SHLGTYGVFTNAAYDPTP




