}Jl;l iprotKB Entry name organism fll:rlne oglcnacscore joglcnac sites phosphorylation sites PMIDS sequence intracellular [extracellular cytosol nucleus mitochndric
Q01167 FOXK2_HUMAN Homo Forkhead [15.56518 T155;S158;5159;S424;5428;S431;S |S30;5239;S373;5398;5424;5428;S5 [38665916;23301498;33214551;303 |MAAAAAALSGAGTPPAGGGAGGGG |(True False 1.547 5.0 4.0
sapiens  |box 432;T438;T548;T558 99 79171;39531497;39534244;352540 |AGGGGSPPGGWAVARLEGREFEYL
protein 53;31492838;40307207;32119511;3 |[MKKRSVTIGRNSSQGSVDVSMGHS
K2 4019948;40681752;35132862;4059 [SFISRRHLEIFTPPGGGGHGGAAPEL

6516;37340703;35289036;3005920
0;35138101;29351928

PPAQPRPDAGGDFYLRCLGKNGVFV
DGVFQRRGAPPLQLPRVCTFRFPST
NIKITFTALSSEKREKQEASESPVKA
'VQPHISPLTINIPDTMAHLISPLPSPT
GTISAANSCPSSPRGAGSSGYKVGRV
MPSDLNLMADNSQPENEKEASGGD
SPKDDSKPPYSYAQLIVQAITMAPDK
QLTLNGIYTHITKNYPYYRTADKGW
QNSIRHNLSLNRYFIKVPRSQEEPGK
GSFWRIDPASESKLIEQAFRKRRPRG
'VPCFRTPLGPLSSRSAPASPNHAGVL
SAHSSGAQTPESLSREGSPAPLEPEP
GAAQPKLAVIQEARFAQSAPGSPLSS
QPVLITVQRQLPQAIKPVTYTVATPVT
TSTSQPPVVQTVHVVHQIPAVSVTSV
IAGLAPANTYTVSGQAVVTPAAVLAPP
KAEAQENGDHREVKVKVEPIPAIGH
IATLGTASRIIQTAQTTPVQTVTIVQQA
PLGQHQLPIKTVTQNGTHVASVPTA
VHGQVNNAAASPLHMLATHASASA
SLPTKRHNGDQPEQPELKRIKTEDG
EGIVIALSVDTPPAAVREKGVQN




